
miRBase precursor : hsa-mir-345
Total read count : 889
hsa-miR-345-5p read count : 889
hsa-miR-345-3p read count : 0
remaining reads : 0
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acccaaacccuaggucugcugacuccuaguccagggcucgugauggcuggugggcccugaacgaggggucuggaggccuggguuugaauaucgacagc -3'5'- exp

...(((((((.((((((.(.(((((((.((.((((((((((........)))))))))).)).))))))).).)))))))))))))............ reads mm sample

.................gcugacuccuaguccaggg.............................................................. 4 0 Z3_

.................gcugacuccuaguccagggc............................................................. 16 0 Z3_

.................gcugacuccuaguccagggA............................................................. 1 1 Z3_

.................gcugacuccuaguccagggU............................................................. 1 1 Z3_

.................gcugacuccuaguccagggcA............................................................ 2 1 Z3_

.................gcugacuccuaguccagggcu............................................................ 27 0 Z3_

.................gcugacuccuaguccagggcC............................................................ 5 1 Z3_

.................gcugacuccAaguccagggcu............................................................ 1 1 Z3_

.................gcugacuccuaguccagggcuc........................................................... 17 0 Z3_

.................gcugacuccuaguccagg............................................................... 1 0 GDM

.................gcugacuccuaguccaggg.............................................................. 28 0 GDM

.................gcugacuccuaguUcaggg.............................................................. 1 1 GDM

.................gcugacuccuaguccaggA.............................................................. 1 1 GDM

.................gcugacuccuaguccaggg.............................................................. 28 0 GDM

.................gcugacuccuaguccaggg.............................................................. 28 0 GDM

.................gcugacAccuaguccagggc............................................................. 1 1 GDM

.................gcugacuccuaguccagggU............................................................. 17 1 GDM

.................gcugacuccuaguccagggc............................................................. 101 0 GDM

.................gcugacuccuagCccagggc............................................................. 3 1 GDM

.................gcugacuccuaAuccagggc............................................................. 1 1 GDM

.................gcCgacuccuaguccagggc............................................................. 1 1 GDM

.................gcugacuccuaguccagAgc............................................................. 2 1 GDM

.................gcugacuccuaguccagAgc............................................................. 2 1 GDM

.................gcugacuccuaguccagggc............................................................. 101 0 GDM

.................gcugacuccuaguccagggU............................................................. 17 1 GDM

.................gcugacuccuagCccagggc............................................................. 3 1 GDM

.................gcugacuccuaguccagggc............................................................. 101 0 GDM

.................gcugacuccuaguccagggA............................................................. 2 1 GDM

.................gcugacuccAaguccagggc............................................................. 1 1 GDM

.................gcugacuccuaguccagggU............................................................. 17 1 GDM

.................gcugacuccuaguccagggcu............................................................ 166 0 GDM

.................gcugacuccuaguccagggcu............................................................ 166 0 GDM

.................gcugacuccuaguccagggAu............................................................ 2 1 GDM



acccaaacccuaggucugcugacuccuaguccagggcucgugauggcuggugggcccugaacgaggggucuggaggccuggguuugaauaucgacagc

hsa-miR-345-5p

hsa-miR-345-3p

.................gcugacuccuaguccagggcu............................................................ 166 0 GDM

.................gcugacuccuaguccagggcA............................................................ 6 1 GDM

.................gcugacuccuaguccagggcC............................................................ 12 1 GDM

.................gcugacuUcuaguccagggcu............................................................ 1 1 GDM

.................gcugacuccuaguccagggAu............................................................ 2 1 GDM

.................Acugacuccuaguccagggcu............................................................ 1 1 GDM

.................gcugUcuccuaguccagggcu............................................................ 1 1 GDM

.................gcCgacuccuaguccagggcu............................................................ 1 1 GDM

.................gcugacuccuaguccagggcC............................................................ 12 1 GDM

.................gcugacuccuaguccagggcA............................................................ 6 1 GDM

.................gcugacuccuUguccagggcu............................................................ 1 1 GDM

.................gcugacuccCaguccagggcu............................................................ 1 1 GDM

.................gcugacuccuaguccagggcC............................................................ 12 1 GDM

.................gcugacAccuaguccagggcuc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcuU........................................................... 16 1 GDM

.................gcugacuccCaguccagggcuc........................................................... 2 1 GDM

.................gcugacuccuaguccagggcuc........................................................... 81 0 GDM

.................gcugacuccuaguccagggcuA........................................................... 10 1 GDM

.................gGugacuccuaguccagggcuc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcuc........................................................... 81 0 GDM

.................gcCgacuccuaguccagggcuc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcuA........................................................... 10 1 GDM

.................gcugacuccuaguccagggcuA........................................................... 10 1 GDM

.................gcugCcuccuaguccagggcuc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcCc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcuc........................................................... 81 0 GDM

.................gcugacuccCaguccagggcuc........................................................... 2 1 GDM

.................gcugacuUcuaguccagggcuc........................................................... 1 1 GDM

.................gcugacuccuaguccagggcuU........................................................... 16 1 GDM

.................gcugacuccuaguccagggcuU........................................................... 16 1 GDM

.................gcugacuccuaguccagggcucU.......................................................... 6 1 GDM

.................gcugacuccuaguccagggcucC.......................................................... 3 1 GDM

.................gcugacuccuaguccagggcucU.......................................................... 6 1 GDM

.................gcugacuccuaguccagggcucC.......................................................... 3 1 GDM

.................gcugacuccuaguccagggcucA.......................................................... 1 1 GDM

.................gcugacuccuaguccagggcucUu......................................................... 1 1 GDM

.................gcugacuccuaguccaggg.............................................................. 4 0 Z2_

.................gcugacuccuaguccagggc............................................................. 22 0 Z2_

.................gcugacuccuaguccagggA............................................................. 2 1 Z2_

.................gcugacuccuaguccagggU............................................................. 5 1 Z2_

.................gcugacuccuagCccagggc............................................................. 1 1 Z2_

.................gcugacuccuGguccagggcu............................................................ 1 1 Z2_

.................gcugacuccuaguccagggcu............................................................ 41 0 Z2_

.................gcugacuccuaguccagggcC............................................................ 4 1 Z2_

.................gcugacuccuagCccagggcu............................................................ 2 1 Z2_

.................gcugacuccuaguccagggcuU........................................................... 3 1 Z2_

.................gcugacucUuaguccagggcuc........................................................... 1 1 Z2_

.................gcugacuccuaguccUgggcuc........................................................... 1 1 Z2_

.................gcugacuccuaguccagggcuA........................................................... 1 1 Z2_

.................gcugacuccuaguccagggcuc........................................................... 35 0 Z2_

.................gcugacuccuaguccagggcucU.......................................................... 7 1 Z2_

.................gcugacuccuaguccagggcucg.......................................................... 1 0 Z2_

.................gcugacuccuaguccagggcucUuga....................................................... 3 1 Z2_

.................gcugacuccuaguccaggA.............................................................. 1 1 Z1_

.................gcugacuccuaguccaggg.............................................................. 11 0 Z1_

.................gcugacuccuaguccagggU............................................................. 6 1 Z1_

.................gcugacuccuaguccagggc............................................................. 51 0 Z1_

.................gcugacuccuaguccagggA............................................................. 1 1 Z1_

.................gcugacCccuaguccagggcu............................................................ 2 1 Z1_

.................gcugacuccuaguccagggcG............................................................ 1 1 Z1_

.................gcugacuccuaguccagggcu............................................................ 50 0 Z1_

.................gcugacuccuaguccagggcC............................................................ 3 1 Z1_

.................gcugacuccuaguccagggcuG........................................................... 1 1 Z1_

.................gcugacuccuaAuccagggcuc........................................................... 1 1 Z1_

.................gcugacuccuaguccagggcuc........................................................... 63 0 Z1_

.................Acugacuccuaguccagggcuc........................................................... 2 1 Z1_

.................gcugacuccuaguccagggcuA........................................................... 1 1 Z1_



acccaaacccuaggucugcugacuccuaguccagggcucgugauggcuggugggcccugaacgaggggucuggaggccuggguuugaauaucgacagc

hsa-miR-345-5p

hsa-miR-345-3p

.................gcugacuccuUguccagggcuc........................................................... 1 1 Z1_

.................gcugacuccuagCccagggcuc........................................................... 1 1 Z1_

.................gcugacuccuaguccagggcuU........................................................... 3 1 Z1_

.................gcugacuccuaguccagggcucU.......................................................... 2 1 Z1_

.................gcugacuccuaguccagggcucA.......................................................... 1 1 Z1_

.................gcugacuccuaguccagggcucC.......................................................... 1 1 Z1_


