
miRBase precursor : hsa-mir-328
Total read count : 273
hsa-miR-328-5p read count : 0
hsa-miR-328-3p read count : 273
remaining reads : 0
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.(((.((((((((((((.(((((.(((((.......((.....)))))))))))).))))))))))))))).... reads mm sample

...............................................cuggcccCcucugcccuuccg....... 4 1 Z1_

...............................................cuggAccucucugcccuuccg....... 1 1 Z1_

...............................................cuggcccucucugUccuuccg....... 1 1 Z1_

...............................................cuggcccucucAgcccuuccg....... 1 1 Z1_

...............................................cuggcccucucugcUcuuccg....... 12 1 Z1_

...............................................cuggcccucucCgcccuuccg....... 2 1 Z1_

...............................................cuggccAucucugcccuuccg....... 1 1 Z1_

...............................................cGggcccucucugcccuuccg....... 1 1 Z1_

...............................................cuggcccucCcugcccuuccg....... 2 1 Z1_

...............................................cugAcccucucugcccuuccg....... 1 1 Z1_

...............................................cuggcccucucuAcccuuccg....... 1 1 Z1_

...............................................cuUgcccucucugcccuuccg....... 1 1 Z1_

...............................................cuggAccucucugcccuuccgu...... 2 1 Z1_

...............................................cCggcccucucugcccuuccgu...... 2 1 Z1_

...............................................cuggcccucucugUccuuccgu...... 3 1 Z1_

...............................................cuggcccucucCgcccuuccgu...... 9 1 Z1_

...............................................cuggcccucCcugcccuuccgu...... 3 1 Z1_

...............................................cuggcccAcucugcccuuccgu...... 1 1 Z1_

...............................................cuggcccucucugcUcuuccgu...... 18 1 Z1_

...............................................cuggcccucucuAcccuuccgu...... 4 1 Z1_

...............................................cuggcccCcucugcccuuccgu...... 8 1 Z1_

...............................................cugAcccucucugcccuuccgu...... 1 1 Z1_

...............................................cuggccUucucugcccuuccgu...... 2 1 Z1_

...............................................cuggcccucucugGccuuccgu...... 1 1 Z1_

...............................................cGggcccucucugcccuuccgu...... 1 1 Z1_

...............................................cuggcccucucugccUuuccgu...... 2 1 Z1_

...............................................cuggcccucucGgcccuuccgu...... 2 1 Z1_

...............................................cuggcccucucAgcccuuccgu...... 1 1 Z1_

...............................................cuggcccucucCgcccuuccguc..... 1 1 Z1_

...............................................cuggcccCcucugcccuuccguc..... 2 1 Z1_

................................................uggcccucucugUccuuccgu...... 1 1 Z1_

................................................uggcccucucugcUcuuccguc..... 1 1 Z1_

...............................................cuggcccucucugcUcuucc........ 2 1 Z2_



uggagugggggggcaggaggggcucagggagaaagugcauacagccccuggcccucucugcccuuccguccccug

hsa-miR-328-3p

hsa-miR-328-5p

...............................................cCggcccucucugcccuuccg....... 1 1 Z2_

...............................................cuggcccucucugccAuuccg....... 2 1 Z2_

...............................................cuggcccCcucugcccuuccg....... 1 1 Z2_

...............................................cuggcccucCcugcccuuccg....... 3 1 Z2_

...............................................cAggcccucucugcccuuccg....... 1 1 Z2_

...............................................cuggcccucucCgcccuuccg....... 1 1 Z2_

...............................................cuggcccucucugcUcuuccg....... 3 1 Z2_

...............................................cuggcccucCcugcccuuccgu...... 1 1 Z2_

...............................................cuggcccucucugcAcuuccgu...... 1 1 Z2_

...............................................cugAcccucucugcccuuccgu...... 2 1 Z2_

...............................................cuggcccucucAgcccuuccgu...... 2 1 Z2_

...............................................cAggcccucucugcccuuccgu...... 1 1 Z2_

...............................................cuggcccucucCgcccuuccgu...... 2 1 Z2_

...............................................cuggcccAcucugcccuuccgu...... 1 1 Z2_

...............................................cCggcccucucugcccuuccgu...... 4 1 Z2_

...............................................cuggcccucucugcUcuuccgu...... 1 1 Z2_

...............................................cuggcccCcucugcccuuccgu...... 2 1 Z2_

...............................................cuAgcccucucugcccuuccgu...... 1 1 Z2_

................................................uggcccCcucugcccuuccgu...... 1 1 Z2_

...............................................cuggcccucucGgcccuuc......... 1 1 GDM

...............................................cuggcccucucugcUcuuccg....... 32 1 GDM

...............................................cugUcccucucugcccuuccg....... 1 1 GDM

...............................................cuggcccucGcugcccuuccg....... 1 1 GDM

...............................................cuggcccucucugccUuuccg....... 1 1 GDM

...............................................cuggcccucucugUccuuccg....... 8 1 GDM

...............................................cuggcccucucugcUcuuccg....... 32 1 GDM

...............................................cuggcccucucugcUcuuccg....... 32 1 GDM

...............................................cuggcccucCcugcccuuccg....... 3 1 GDM

...............................................cuggcccucucAgcccuuccg....... 1 1 GDM

...............................................cuggccAucucugcccuuccg....... 3 1 GDM

...............................................cuggcccucucCgcccuuccg....... 3 1 GDM

...............................................cuggcccucucugUccuuccg....... 8 1 GDM

...............................................cuggcccCcucugcccuuccg....... 1 1 GDM

...............................................cuggcccucuUugcccuuccg....... 1 1 GDM

...............................................cuggcccucucCgcccuuccg....... 3 1 GDM

...............................................cAggcccucucugcccuuccg....... 1 1 GDM

...............................................cuggccUucucugcccuuccg....... 2 1 GDM

...............................................cuggcccucCcugcccuuccg....... 3 1 GDM

...............................................cuggcccucucugUccuuccg....... 8 1 GDM

...............................................cuggcccucucuAcccuuccgu...... 1 1 GDM

...............................................cuggcccucucugcUcuuccgu...... 19 1 GDM

...............................................cuggcccucucugcAcuuccgu...... 1 1 GDM

...............................................cugAcccucucugcccuuccgu...... 1 1 GDM

...............................................cuggcccucucCgcccuuccgu...... 3 1 GDM

...............................................cuAgcccucucugcccuuccgu...... 3 1 GDM

...............................................cuggcccucuUugcccuuccgu...... 1 1 GDM

...............................................cuggcccuUucugcccuuccgu...... 2 1 GDM

...............................................cuggcccucucAgcccuuccgu...... 1 1 GDM

...............................................cuggcccucCcugcccuuccgu...... 5 1 GDM

...............................................cuggcccucucugUccuuccgu...... 4 1 GDM

...............................................cCggcccucucugcccuuccgu...... 8 1 GDM

...............................................cuggcccucucugUccuuccgu...... 4 1 GDM

...............................................cuggccUucucugcccuuccgu...... 3 1 GDM

...............................................cuggUccucucugcccuuccgu...... 2 1 GDM

...............................................cCggcccucucugcccuuccgu...... 8 1 GDM

...............................................cuAgcccucucugcccuuccgu...... 3 1 GDM

...............................................cuggcccCcucugcccuuccgu...... 6 1 GDM

...............................................cuggcccucucugcUcuuccgu...... 19 1 GDM

...............................................cuggcccucucugcUcuuccgu...... 19 1 GDM

...............................................cuggcccucucCgcccuuccgu...... 3 1 GDM

...............................................cuggcccucCcugcccuuccgu...... 5 1 GDM

...............................................cuggccUucucugcccuuccgu...... 3 1 GDM

...............................................cuggUccucucugcccuuccgu...... 2 1 GDM

...............................................cuggcccCcucugcccuuccgu...... 6 1 GDM

...............................................cuggcccCcucugcccuuccgu...... 6 1 GDM

...............................................cuggccAucucugcccuuccgu...... 2 1 GDM

................................................uggcccucucugcUcuuccg....... 1 1 GDM

................................................Cggcccucucugcccuuccg....... 1 1 GDM



uggagugggggggcaggaggggcucagggagaaagugcauacagccccuggcccucucugcccuuccguccccug

hsa-miR-328-3p

hsa-miR-328-5p

................................................Cggcccucucugcccuuccgu...... 1 1 GDM

................................................uggcccCcucugcccuuccgu...... 1 1 GDM

................................................uggcccucucCgcccuuccguc..... 2 1 GDM

...............................................cuggcccucucugcUcuuccg....... 6 1 Z3_

...............................................cuggcccucCcugcccuuccg....... 1 1 Z3_

...............................................cuggcccAcucugcccuuccgu...... 1 1 Z3_

...............................................cuAgcccucucugcccuuccgu...... 1 1 Z3_

...............................................cugAcccucucugcccuuccgu...... 1 1 Z3_

...............................................cAggcccucucugcccuuccgu...... 1 1 Z3_

...............................................cuggcccucucugUccuuccgu...... 1 1 Z3_

...............................................cuggccUucucugcccuuccgu...... 1 1 Z3_

...............................................cuggcccCcucugcccuuccgu...... 1 1 Z3_

...............................................cuggUccucucugcccuuccgu...... 1 1 Z3_

...............................................cuggcccucucCgcccuuccgu...... 1 1 Z3_

...............................................cuggcccucCcugcccuuccgu...... 1 1 Z3_

...............................................cuggcccucucCgcccuuccguc..... 1 1 Z3_

...............................................cuggcccucucuAcccuuccguc..... 2 1 Z3_


