
miRBase precursor : hsa-mir-326
Total read count : 245
hsa-miR-326 read count : 245
remaining reads : 0
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cucaucugucuguugggcuggaggcagggccuuugugaaggcggguggugcucagaucgccucugggcccuuccuccagccccgaggcggauuca -3'5'- exp

...((((((((...((((((((((.(((((((......((((((.((.....))..))))))..))))))).))))))))))..))))))))... reads mm sample

...........................................................ccucugggcccuuccucca................. 3 0 Z2_

...........................................................ccucugggcccuuccuccU................. 1 1 Z2_

...........................................................ccucugggcccuuccuccaA................ 1 1 Z2_

...........................................................ccucugggcccuuccuccag................ 18 0 Z2_

...........................................................Acucugggcccuuccuccag................ 1 1 Z2_

...........................................................ccucugggcccuuccuccagU............... 14 1 Z2_

...........................................................ccucugggcccuuccuccagc............... 4 0 Z2_

...........................................................ccucugggcccuuccucc.................. 2 0 GDM

...........................................................ccucugggcccCuccucc.................. 2 1 GDM

...........................................................ccucugggcccuuccucca................. 1 0 GDM

...........................................................ccucugggcccuuccuccag................ 51 0 GDM

...........................................................ccucugggcccuuccuccaA................ 6 1 GDM

...........................................................ccucugggcccuuccuccag................ 51 0 GDM

...........................................................ccucugggcccuuccuccaA................ 6 1 GDM

...........................................................ccuUugggcccuuccuccag................ 1 1 GDM

...........................................................ccucugggcccuuccuccag................ 51 0 GDM

...........................................................ccucugggcccuuccuccCg................ 1 1 GDM

...........................................................ccucugggcccuuccuccagU............... 34 1 GDM

...........................................................ccucugggcccuuccuccagU............... 34 1 GDM

...........................................................ccucugggcccuuccuccagU............... 34 1 GDM

...........................................................ccucugggcccuuccuccaUc............... 4 1 GDM

...........................................................ccucugggcccuuccuccagc............... 4 0 GDM

...........................................................ccucugggcccuuccuccaUc............... 4 1 GDM

...........................................................ccucugggcccuuccuccagc............... 4 0 GDM

...........................................................ccucugggcccuuccuccagA............... 4 1 GDM

...........................................................ccucugggcccuuccuccagA............... 4 1 GDM

...........................................................ccucugggcccuuccuccaUc............... 4 1 GDM

...........................................................ccucugggcccuuccuccagUc.............. 4 1 GDM

...........................................................ccucugggcccuuccuccagUc.............. 4 1 GDM

...........................................................ccucugggcccuuccucc.................. 2 0 Z1_

...........................................................Ucucugggcccuuccuccag................ 1 1 Z1_

...........................................................ccucugggcccuuccuccaA................ 3 1 Z1_

...........................................................ccucugggcccuuccuccag................ 42 0 Z1_



cucaucugucuguugggcuggaggcagggccuuugugaaggcggguggugcucagaucgccucugggcccuuccuccagccccgaggcggauuca

hsa-miR-326

...........................................................ccucugggcccuuccuccaUc............... 4 1 Z1_

...........................................................ccucugggcccuuccuccagU............... 28 1 Z1_

...........................................................ccucugggcccuuccuccag................ 6 0 Z3_

...........................................................ccucugggcccuuccuccaUc............... 1 1 Z3_

...........................................................ccucugggcccuuccuccagU............... 2 1 Z3_


