
miRBase precursor : hsa-mir-3177
Total read count : 144
hsa-miR-3177-5p read count: 6
hsa-miR-3177-3p read count: 138
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ccacgugccauguguacacacgugccaggcgcugucuugagacauucgcgcagugcacggcacuggggacacguggcacugg -3'5'- exp

(((.(((((((((((...((.(((((..(((((((..(((.....))).)))))))..)))))))...)))))))))))))) reads mm sample

..........uguguacacacgugccaggcg................................................... 1 0 Z3_

.....................................................ugcacggcacuggggacacg......... 1 0 Z3_

.....................................................ugcacggcacuggggacacguU....... 2 1 Z3_

.....................................................ugcacggcacuggggacacgug....... 10 0 Z3_

.....................................................ugcacggcacuggggacacguA....... 1 1 Z3_

.....................................................ugcacggcacuggggacacgu........ 4 0 Z2_

.....................................................ugcacggcacuggggacacguA....... 1 1 Z2_

.....................................................ugcacggcacuggggacacgug....... 12 0 Z2_

..........uguguacacacgugccaggcgU.................................................. 3 1 Z1_

.....................................................ugcacggcacuggggacacg......... 1 0 Z1_

.....................................................ugcacggcacuggggacacA......... 1 1 Z1_

.....................................................ugcacggcacuggggacacgu........ 12 0 Z1_

.....................................................ugcacggcacuggggacacgC........ 2 1 Z1_

.....................................................ugcacggcacuggggacacgug....... 27 0 Z1_

.....................................................ugcacggcacuggggacacguU....... 4 1 Z1_

.....................................................ugcacggcacuggggCcacgug....... 1 1 Z1_

.....................................................ugcaUggcacuggggacacgug....... 1 1 Z1_

.....................................................ugcacggcacuggggacacguA....... 2 1 Z1_

.....................................................ugcacggcacuggggacacguC....... 2 1 Z1_

.....................................................ugcacAgcacuggggacacgug....... 1 1 Z1_

...........guguacacacgugccaggcgcu................................................. 2 0 GDM

.....................................................ugcacggcacuggggacacg......... 11 0 GDM

.....................................................ugcacggcacuggggacacg......... 11 0 GDM

.....................................................ugcacggcacAggggacacg......... 2 1 GDM

.....................................................ugcacggcacuggggacacg......... 11 0 GDM

.....................................................ugcacggcacuggggacacgu........ 11 0 GDM

.....................................................ugcacggcacuggggacacgu........ 11 0 GDM

.....................................................ugcacggcacuggggacacgu........ 11 0 GDM

.....................................................ugcacggcacuggggacacguU....... 1 1 GDM

.....................................................ugcacggcacuggggacacguA....... 3 1 GDM

.....................................................ugcacggcacuggggacacguA....... 3 1 GDM



ccacgugccauguguacacacgugccaggcgcugucuugagacauucgcgcagugcacggcacuggggacacguggcacugg

hsa-miR-3177-3p

hsa-miR-3177-5p

.....................................................ugcacggcacuggggacacgug....... 18 0 GDM

.....................................................ugcacggcacuggggacacgGg....... 2 1 GDM

.....................................................ugcacggcacuggggacacgug....... 18 0 GDM

.....................................................ugcaUggcacuggggacacgug....... 1 1 GDM

.....................................................ugAacggcacuggggacacgug....... 1 1 GDM

.....................................................ugcacggcacuggAgacacgug....... 3 1 GDM

.....................................................ugcacggcacuggggacacgug....... 18 0 GDM


