
miRBase precursor : hsa-mir-3173
Total read count : 240
hsa-miR-3173-5p read count: 223
hsa-miR-3173-3p read count: 17
remaining reads : 0
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....ugcccugccuguuuucuccuu........................................... 2 0 Z3_

....ugcccugccuguuuucuccuuC.......................................... 1 1 Z3_

....ugcccugccuguuuucuccuuu.......................................... 28 0 Z3_

....ugcccugccuguuuucuccuuug......................................... 5 0 Z3_

....ugcccugccuguuuucuccuuugA........................................ 1 1 Z3_

.....gcccugccuguuuucuccuuugu........................................ 1 0 Z3_

......cccugccuguuuucuccuuugu........................................ 1 0 Z3_

......cccugccuguuuucuccuuugAga...................................... 1 1 Z3_

..........................................aaaggaggaaauaggcaggccagA.. 1 1 Z3_

...........................................aaggaggaaauaggcaggccagU.. 1 1 Z3_

....ugcccugccuguuuucuccu............................................ 4 0 GDM

....ugcccugccuguuuucuccC............................................ 1 1 GDM

....ugcccugccuguuuucuccA............................................ 1 1 GDM

....ugcccugccuguuuucuccu............................................ 4 0 GDM

....ugcccugccuguuuucuccuu........................................... 12 0 GDM

....ugcccugccuguuuucuccuu........................................... 12 0 GDM

....ugcccugccuguuuucuccuu........................................... 12 0 GDM

....ugcccugccuguuuucuccuuu.......................................... 56 0 GDM

....ugcccugccuguuuucuccuuu.......................................... 56 0 GDM

....ugcccugccuguuuucuccuuC.......................................... 4 1 GDM

....ugcccugccuguuCucuccuuu.......................................... 1 1 GDM

....ugcccugccuguuuucuccuuC.......................................... 4 1 GDM

....ugcccugccuguuuucuccuuu.......................................... 56 0 GDM

....ugcccugccuguuuucuccuuGg......................................... 1 1 GDM

....ugcccugccuguuuucuccuuuA......................................... 5 1 GDM

....ugcccugccuguuuucuccuuuU......................................... 2 1 GDM

....ugcccugccuguuuucuccuuug......................................... 6 0 GDM

....ugcccugccuguuuucuccuuug......................................... 6 0 GDM

....ugcccugccuguuuucuccuuug......................................... 6 0 GDM

....ugcccugccuguuuucuccuuuA......................................... 5 1 GDM

......cccugccuguuuucuccuu........................................... 1 0 GDM

......cccugccuguuuucuccuuu.......................................... 1 0 GDM

......cccugccuguuuucuccuuug......................................... 10 0 GDM
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......cccugccuguuuucuccuuug......................................... 10 0 GDM

......cccugccuguuuucuccuuug......................................... 10 0 GDM

......cccugccuguuuucuccuuugA........................................ 1 1 GDM

..........................................aaaggaggaaauaggcaggcc..... 1 0 GDM

...........................................aaggaggaaauaggcaggccaA... 2 1 GDM

...........................................aaggaggaaauaggcaggccagA.. 4 1 GDM

...........................................aaggaggaaauaggcaggccagA.. 4 1 GDM

............................................aggaggaaauaggcaggccG.... 1 1 GDM

............................................aggaggaaauaggcaggcca.... 2 0 GDM

....ugcccugccuguuuucucc............................................. 1 0 Z2_

....ugcccugccuguuuucuccu............................................ 7 0 Z2_

....ugcccugccuguCuucuccuu........................................... 1 1 Z2_

....ugcccugccuguuuucuccuu........................................... 3 0 Z2_

....ugcccugccuguuuucuccuuu.......................................... 10 0 Z2_

....ugcccugccuguuuucuccuuC.......................................... 2 1 Z2_

....ugcccugccuguuCucuccuuu.......................................... 1 1 Z2_

....ugUccugccuguuuucuccuuug......................................... 1 1 Z2_

....ugcccugccuguuuucuccuuug......................................... 7 0 Z2_

....ugcccugccugGuuucuccuuug......................................... 1 1 Z2_

....ugcccugccugCuuucuccuuug......................................... 1 1 Z2_

......cccugccuguuuucuccuuug......................................... 2 0 Z2_

......cccugccuguuuucuccuuugu........................................ 6 0 Z2_

....ugcccugccuguuuucucU............................................. 1 1 Z1_

....ugcccugccuguuuucuccu............................................ 1 0 Z1_

....ugcccugccuguuuucuccuu........................................... 4 0 Z1_

....ugcccugccuguuuucuccuC........................................... 1 1 Z1_

....ugcccugccuguuuucuccuuC.......................................... 1 1 Z1_

....ugcccugccuguuuucuccuuu.......................................... 13 0 Z1_

....ugcccugccuguuuucuccuuA.......................................... 1 1 Z1_

....ugcccugccuguuuucuccuuug......................................... 2 0 Z1_

....ugcccugccuguuuucuccuuugC........................................ 1 1 Z1_

....ugcccugccuguuuucuccuuugA........................................ 1 1 Z1_

....ugcccugccuguuuucuccuuugu........................................ 3 0 Z1_

......cccugccuguuuucuccuuug......................................... 2 0 Z1_

......cccugccuguuuucuccuuugA........................................ 3 1 Z1_

..........................................aaaggaggaaauaggcaggcc..... 1 0 Z1_

...........................................aaggaggaaauaggcaggccagA.. 3 1 Z1_

...........................................aaggaggaaauaggcaggccagU.. 1 1 Z1_


