
miRBase precursor : hsa-mir-3157
Total read count : 234
hsa-miR-3157-5p read count: 9
hsa-miR-3157-3p read count: 225
remaining reads : 0
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........cuucagccaggcuagugcag......................................................... 6 0 Z2_

........................................................acugcccuagucuagcugaagc....... 1 0 Z2_

.........................................................cAgcccuagucuagcugaagcu...... 1 1 Z2_

.........................................................cugcccuagucuagcugaagcC...... 3 1 Z2_

.........................................................cugcccuagucuagcugaagcA...... 3 1 Z2_

.........................................................cugcccuagucuagAugaagcu...... 1 1 Z2_

.........................................................cugcccuagucuagcugaagcu...... 35 0 Z2_

..........................................................ugcccuagucuagcugaagcu...... 10 0 Z2_

............................................................cccuagucuagcugaagcu...... 1 0 Z2_

............................................................cccuagucuagcugaagcC...... 1 1 Z2_

........cuucagccaggcuagugc........................................................... 1 0 Z1_

........................................................acugcccuagucuagcugaagc....... 3 0 Z1_

.........................................................cugcccuagucuagcugaagcC...... 5 1 Z1_

.........................................................cugcccuagucuagcugaagcu...... 36 0 Z1_

.........................................................cugcccuagucCagcugaagcu...... 3 1 Z1_

.........................................................cugcccuagucuagcugGagcu...... 1 1 Z1_

.........................................................Uugcccuagucuagcugaagcu...... 1 1 Z1_

..........................................................ugcccuagucuagcugaagc....... 1 0 Z1_

..........................................................ugcccuagucAagcugaagcu...... 1 1 Z1_

..........................................................ugcccuagucuagcugaagcA...... 1 1 Z1_

..........................................................ugcccuagucuagcugaagcG...... 1 1 Z1_

..........................................................ugcccuagucuagcugaagcu...... 29 0 Z1_

..........................................................uAcccuagucuagcugaagcu...... 1 1 Z1_

........cuucagccaggcuagugcag......................................................... 1 0 GDM

........cuucagccaggcuagugcagC........................................................ 1 1 GDM

........................................................acugcccuagucuagcugaag........ 1 0 GDM

........................................................acugcccuagucuagcugaagc....... 2 0 GDM

........................................................acugcccuagucuagcugaagc....... 2 0 GDM

........................................................acugcccuagucuagcugaagcu...... 1 0 GDM

.........................................................cugcccuagucuagcugaagcu...... 30 0 GDM

.........................................................cugcccuagucuGgcugaagcu...... 1 1 GDM

.........................................................cugcccuagucuagcugaagcu...... 30 0 GDM



gggaagggcuucagccaggcuagugcagucugcuuugugccaacacuggggugaugacugcccuagucuagcugaagcuuuuccc

hsa-miR-3157-3p

hsa-miR-3157-5p

.........................................................cugcccuagucuagcugaagcA...... 1 1 GDM

.........................................................cugcccuagucuagcugaagcC...... 2 1 GDM

.........................................................cugcccuagucuagcugGagcu...... 1 1 GDM

.........................................................cugcccuagucuagcugaagcu...... 30 0 GDM

.........................................................cugcccuagucuagcugaagcC...... 2 1 GDM

..........................................................ugcccuagucuagcugaagcu...... 21 0 GDM

..........................................................ugcccuagucuagcugaagcu...... 21 0 GDM

..........................................................ugcccuagucuagcugaagcu...... 21 0 GDM

..........................................................ugcccuagucuagcugaagcC...... 1 1 GDM

..........................................................uAcccuagucuagcugaagcu...... 3 1 GDM

..........................................................ugcccuagucuagcugaagcuu..... 1 0 GDM

.........................................................cugcccuagucuagcugaagcu...... 12 0 Z3_

.........................................................cugcccuagucuagcugaagcC...... 1 1 Z3_

.........................................................cugcccuagucuagcugGagcu...... 1 1 Z3_

..........................................................ugcccuagucuagcugaagcA...... 1 1 Z3_

..........................................................ugcccuagucuagcugaagcu...... 4 0 Z3_

..........................................................ugcccuGgucuagcugaagcu...... 2 1 Z3_


