
miRBase precursor : hsa-mir-3140
Total read count : 51
hsa-miR-3140-5p read count: 2
hsa-miR-3140-3p read count: 45
remaining reads : 4
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...........................................................agcuuuugggaauucagguag.......... 1 0 Z1_

...........................................................agcuuuugggaauucagguagu......... 1 0 Z1_

...........................................................agcuuuugggaauucagguagA......... 9 1 Z1_

...........accugaauuaccaaaagcuuu.......................................................... 2 0 GDM

.......................................................uaagagcuuuugggaauucagU............. 3 1 GDM

.......................................................uaagagcuuuugggaauucaggC............ 1 1 GDM

..........................................................gagcuuuugggaauucagguagA......... 7 1 GDM

..........................................................gagcuuuugggaauucagguagA......... 7 1 GDM

...........................................................agcuuuugggaauucaggC............ 1 1 GDM

...........................................................agcuuuugggaauucaggua........... 1 0 GDM

...........................................................agcuuuugggaauucagguag.......... 4 0 GDM

...........................................................agcuuuugggaauucagguag.......... 4 0 GDM

...........................................................agcuuuugggaauucagguag.......... 4 0 GDM

...........................................................agcuuuugggaauucagguagu......... 2 0 GDM

...........................................................agcuuuugggaauucagguagA......... 6 1 GDM

...........................................................agcuuuugggaauucagguagA......... 6 1 GDM

...........................................................agcuuuugggaauucagguagu......... 2 0 GDM

..........................................................gagcuuuugggaauucagguagu......... 1 0 Z2_

...........................................................agcuuuugggaauucagguag.......... 2 0 Z2_

...........................................................aAcuuuugggaauucagguagu......... 1 1 Z2_

...........................................................agcuuuugggaauucagguagA......... 2 1 Z2_

.........................................................agagcuuuugggaauucaggua........... 1 0 Z3_

...........................................................agcuuuugggaauucagguag.......... 2 0 Z3_

...........................................................agcuuuugggaauucagguaU.......... 1 1 Z3_

...........................................................agcuuuugggaauucagguagA......... 3 1 Z3_


