
miRBase precursor : hsa-mir-3138
Total read count : 43
hsa-miR-3138 read count : 23
remaining reads : 20
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cccuccucggcacuucccccaccucacugcccgggugcccacaagacuguggacagugagguagagggagugccgaggaggg -3'5'- exp

(((((((((((((((((.(.((((((((((((((............))).)).))))))))).).))))))))))))))))) reads mm sample

...........acuucccccaccucacugccA.................................................. 1 1 Z1_

...........acuucccccaccucacugcccgU................................................ 1 1 Z1_

...............................................uguggacagugagguagagggagu........... 1 0 Z1_

.................................................uggacagugagguagagggagug.......... 1 0 Z1_

....................................................acagugagguagagggagu........... 1 0 Z1_

....................................................acagugagguagagggagugU......... 5 1 Z1_

....................................................acagugagguagagggagugA......... 2 1 Z1_

..........cacuucccccaccucacugcc................................................... 4 0 GDM

...........acuucccccaccucacugcc................................................... 4 0 GDM

...........acuucccccaccucacugcU................................................... 1 1 GDM

...........acuucccccaccucacugcc................................................... 4 0 GDM

...........acuucccccaccucacugcccU................................................. 1 1 GDM

...........acuucccccaccucacugcccg................................................. 1 0 GDM

...........acuucccccaccucacugcccUgg............................................... 1 1 GDM

.............uucccccaccucacugcccgg................................................ 1 0 GDM

..................................................ggacagugagguagagggagugc......... 1 0 GDM

...................................................gacagugagguagagggagugU......... 2 1 GDM

....................................................acagugagguagagggagug.......... 2 0 GDM

....................................................acagugagguagagggagugA......... 1 1 GDM

....................................................acagugagguagagggagugU......... 3 1 GDM

....................................................acagugagguagagggagugU......... 3 1 GDM

...........acuucccccaccucacugcc................................................... 5 0 Z2_

....................................................acagugagguagagggagug.......... 1 0 Z3_

....................................................acagugagguagagggagugU......... 3 1 Z3_


