
miRBase precursor : hsa-mir-3127
Total read count : 138
hsa-miR-3127-5p read count: 23
hsa-miR-3127-3p read count: 115
remaining reads : 0
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..........aucagggcuuguggaauggA.............................................. 2 1 GDM

..........aucagggcuuguggaauggg.............................................. 7 0 GDM

..........aucagggcuugCggaauggg.............................................. 1 1 GDM

..........aucagggcuuguggaauggga............................................. 2 0 GDM

..........aucagggcuuguggaauggga............................................. 2 0 GDM

..........aucagggcuuguggaaugggaa............................................ 2 0 GDM

..........aucagggcuuguggaaugggaaA........................................... 1 1 GDM

.............................................uuccccuucugcaggccugc........... 1 0 GDM

.............................................uuccccuucugcaggccugcugg........ 1 0 GDM

.............................................uuccccuucugcaggccugcugA........ 3 1 GDM

..............................................uccccuucugcaggccugc........... 1 0 GDM

..............................................uccccuucugcaggccugcugg........ 5 0 GDM

..............................................uccccuucugcaggccugcugA........ 21 1 GDM

..............................................uccccuucugcaggccugcugg........ 5 0 GDM

..............................................uccccuucugcaggccugcugA........ 21 1 GDM

..............................................uccccuucugcaggccugcugU........ 2 1 GDM

..............................................uccccuucugcaggccugcugA........ 21 1 GDM

..............................................uccccuucugcaggccugcuggA....... 6 1 GDM

..............................................uccccuucugcaggccugcuggA....... 6 1 GDM

.............................................uuccccuucugcaggccugA........... 2 1 Z2_

.............................................uuccccuucugcaggccugcugA........ 6 1 Z2_

..............................................uccccuucugcaggccugcugA........ 9 1 Z2_

..............................................uccccuucugcaggccugcugg........ 2 0 Z2_

..............................................uccccuucugcaggccugcuggA....... 1 1 Z2_

..........aucagggcuuguggaauggga............................................. 4 0 Z1_

..........aucagggcuuguggaaugggaaU........................................... 1 1 Z1_

..........aucagggcuuguggaaugggaaA........................................... 2 1 Z1_

..............................................uccccuAcugcaggccugcug......... 1 1 Z1_

..............................................uccccuucugcaggccugcug......... 1 0 Z1_

..............................................uccccuucugcaggccugcugU........ 1 1 Z1_

..............................................uccccuucugcaggccugcugA........ 24 1 Z1_

..............................................uccccuucugcaggccugcugg........ 3 0 Z1_



ggccaggcccaucagggcuuguggaaugggaaggagaagggacgcuuccccuucugcaggccugcuggguguggcu

hsa-miR-3127-3p

hsa-miR-3127-5p

..............................................uccccuucugcaggccugcuggA....... 11 1 Z1_

..............................................uccccuucugcaggccugcuggAu...... 1 1 Z1_

..........aucagggcuuguggaauggga............................................. 1 0 Z3_

..............................................uccccuucugcaggccugcug......... 1 0 Z3_

..............................................uccccuucugcaggccugcugA........ 12 1 Z3_


