
miRBase precursor : hsa-mir-224
Total read count : 254
hsa-miR-224-5p read count : 253
hsa-miR-224-3p read count : 1
remaining reads : 0 5'g g g c u u u
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(((((((..(((((((((.(((.((((((.(.(((((((.....)))))))).)))))).))))))))))))..))))))) reads mm sample

.......caagucacuagugguuccguuuag.................................................. 15 0 Z3_

.......caagucacuagugguuccguuuaA.................................................. 2 1 Z3_

.......caagucacuagugguCccguuuagu................................................. 1 1 Z3_

.......caagucacuagugguuccguu..................................................... 1 0 Z2_

.......caagucacuagugguuccgCuu.................................................... 1 1 Z2_

.......caagucacuagugguuccguuu.................................................... 2 0 Z2_

.......caagucacuagugguuccguuuG................................................... 1 1 Z2_

.......caagucacuagugguuccguuua................................................... 3 0 Z2_

.......caagucacuagugguuccguuuag.................................................. 25 0 Z2_

.......caagucacuagugguCccguuuag.................................................. 1 1 Z2_

.......caagucacuagugguuccguuuaA.................................................. 1 1 Z2_

.......caagucacuagCgguuccguuuag.................................................. 1 1 Z2_

.......caagucacuagugguuccguuuagu................................................. 4 0 Z2_

.......caagucacuagugguuccguuuaguU................................................ 1 1 Z2_

.......caagucacuagugguuccguG..................................................... 1 1 Z1_

.......caagucacuagugguuccguu..................................................... 1 0 Z1_

.......caagucacuagugguuccguuu.................................................... 7 0 Z1_

.......caagucGcuagugguuccguuua................................................... 1 1 Z1_

.......caagucacuagugguuccguuua................................................... 3 0 Z1_

.......caagucacuagugguuccguuuaU.................................................. 2 1 Z1_

.......caagucacuaAugguuccguuuag.................................................. 1 1 Z1_

.......caaguUacuagugguuccguuuag.................................................. 1 1 Z1_

.......caagucacuagugguCccguuuag.................................................. 1 1 Z1_

.......caagucacuaguUguuccguuuag.................................................. 1 1 Z1_

.......caagucacuagugguuccguuuag.................................................. 51 0 Z1_

.......caagucacuagugguuccguuuaA.................................................. 5 1 Z1_

.......caagucacuagugguuccguuuagu................................................. 4 0 Z1_

.......caagucacuagugguuccguuuagC................................................. 1 1 Z1_

.......caagucacuagugguuccguu..................................................... 3 0 GDM

.......caagucacuagugguuccguC..................................................... 1 1 GDM

.......caagucacuaUugguuccguuu.................................................... 1 1 GDM



gggcuuucaagucacuagugguuccguuuaguagaugauugugcauuguuucaaaauggugcccuagugacuacaaagccc

hsa-miR-224-3p

hsa-miR-224-5p

.......caagucacuagugguuccguuu.................................................... 27 0 GDM

.......caagucacuagugguuccguuu.................................................... 27 0 GDM

.......caagucacuagugguuccguuC.................................................... 1 1 GDM

.......caagucacuagugguuccguuu.................................................... 27 0 GDM

.......caagucacuagugguuccguuua................................................... 8 0 GDM

.......caagucacuagugguuccguuua................................................... 8 0 GDM

.......caagucacuagugguuccguuua................................................... 8 0 GDM

.......caagucacuagugguuccguuuaA.................................................. 7 1 GDM

.......Uaagucacuagugguuccguuuag.................................................. 1 1 GDM

.......cGagucacuagugguuccguuuag.................................................. 1 1 GDM

.......caagucacuagugguuccguuuaA.................................................. 7 1 GDM

.......caagucacuagugguucUguuuag.................................................. 1 1 GDM

.......caagucacuagugguuccguuuag.................................................. 59 0 GDM

.......caagucacuaguAguuccguuuag.................................................. 1 1 GDM

.......caagucacuagugguuccguuuag.................................................. 59 0 GDM

.......caagucacuagugguuccguuuaA.................................................. 7 1 GDM

.......caagucCcuagugguuccguuuag.................................................. 2 1 GDM

.......caagucacuagugguuccguuuag.................................................. 59 0 GDM

.......caagucacuagugguuccguuuagu................................................. 1 0 GDM

......................................................aauggugcccuagugacuac....... 1 0 GDM


