
miRBase precursor : hsa-mir-214
Total read count : 56
hsa-miR-214-5p read count : 3
hsa-miR-214-3p read count : 52
remaining reads : 1
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......................................................................acagcaggcacagacaggcagu.................. 1 0 Z2_

.............................ugccugucuacacuuCcugugc........................................................... 2 1 Z1_

.....................................................................uacagAaggcacagacaggcag................... 1 1 Z1_

.....................................................................uacagcaggcacagacaggcag................... 2 0 Z1_

.....................................................................uacagcaggcacagacaggcagu.................. 6 0 Z1_

......................................................................acagcaggcacagacaggcagu.................. 10 0 Z1_

......................................................................acagcaggcacagacaggcaguc................. 1 0 Z1_

......................................................................acagcaggcacagacaggcaguU................. 4 1 Z1_

...........acagaguugucaugugucu................................................................................ 1 0 GDM

.............................ugccugucCacacuugcugu............................................................. 1 1 GDM

.....................................................................uacagcaggcacagacaggcag................... 2 0 GDM

.....................................................................uacagcaggcacagacaggcaU................... 1 1 GDM

.....................................................................uacagcaggcacagacaggcaA................... 1 1 GDM

.....................................................................uacagcaggcacagacaggcagu.................. 2 0 GDM

.....................................................................uacagcaggcacagacaggcagA.................. 1 1 GDM

.....................................................................uacagcaggcacagacaggcagu.................. 2 0 GDM

.....................................................................uacagcaggcacagacaggcaguA................. 2 1 GDM

......................................................................acagcaggcacagacaggcagu.................. 10 0 GDM

......................................................................acagcaggcacagacaggcagu.................. 10 0 GDM

......................................................................acagcaggcacagacaggcagC.................. 1 1 GDM

......................................................................acagcaggcacagacaggcaguU................. 3 1 GDM

.....................................................................uacagcaggcacagacaggcagu.................. 4 0 Z3_


