
miRBase precursor : hsa-mir-2115
Total read count : 46
hsa-miR-2115-5p read count: 30
hsa-miR-2115-3p read count: 16
remaining reads : 0
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hsa-miR-2115-5p

hsa-miR-2115-3p

acugucaucccacugcuuccagcuuccaugacuccugauggaggaaucacaugaauucaucagaauucauggaggcuagaagcaguaugaggaucauuua -3'5'- exp

......(((((((((((((.(((((((((((...((((((((.............))))))))...))))))))))).))))))))..).))))...... reads mm sample

....................agcuuccaugacuccugauggU.......................................................... 1 1 Z3_

....................agcuuccaugacuccugaugga.......................................................... 5 0 Z3_

...................cagcuuccaugacuccugaugg........................................................... 1 0 Z1_

....................agcuuccaugacuUcugaugga.......................................................... 1 1 Z1_

....................agcuuccaugacuccugaugga.......................................................... 10 0 Z1_

...................cagcuuccaugacuccugaugga.......................................................... 2 0 Z2_

....................agcuuccaugacuccugaugg........................................................... 1 0 Z2_

....................agcuuccaugacuccugaugga.......................................................... 1 0 Z2_

.........................................................caucagaauucauggaggcuaga.................... 4 0 Z2_

...................cagcuuccaugacuccugaugA........................................................... 1 1 GDM

...................cagcuuccaugacuccugaugga.......................................................... 1 0 GDM

....................agcuuccaugacuccugaug............................................................ 2 0 GDM

....................agcuuccaugacuccugaug............................................................ 2 0 GDM

....................agcuuccaugacuccugaugg........................................................... 1 0 GDM

....................agcuuccaugacuccugaugga.......................................................... 3 0 GDM

.........................................................caucagaauucauggaggcuaA..................... 1 1 GDM

.........................................................caucagaauucauggaggcuagU.................... 1 1 GDM

.........................................................caucCgaauucauggaggcuaga.................... 1 1 GDM

.........................................................caucagaauucauggaggcuaga.................... 9 0 GDM

.........................................................caucagaauucauggaggcuaga.................... 9 0 GDM


