
miRBase precursor : hsa-mir-193a
Total read count : 398
hsa-miR-193a-5p read count: 389
hsa-miR-193a-3p read count: 8
remaining reads : 1
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....................ugggucuuugcgggcgaga................................................. 2 0 Z3_

....................ugggucuuugcgggcgagau................................................ 3 0 Z3_

....................ugggucuuugcgggcgagaug............................................... 11 0 Z3_

....................ugggucuuugcgggcgagauU............................................... 1 1 Z3_

....................ugggucuuugcgggcgagauC............................................... 2 1 Z3_

....................ugggucuuugcgggcgagauA............................................... 2 1 Z3_

....................ugggucuCugcgggcgagaug............................................... 1 1 Z3_

....................Cgggucuuugcgggcgagaug............................................... 2 1 Z3_

....................ugggucuuugcgggcgagauga.............................................. 10 0 Z3_

....................ugggucuuugcgggcgagaugaA............................................. 4 1 Z3_

..........................................gggugucggaucaacuggccuacaaagucccagu............ 1 0 Z3_

....................ugggucuuugcgggcgaga................................................. 4 0 GDM

....................ugggucuuugcgggcgagU................................................. 1 1 GDM

....................ugggucuuugcgggcgaga................................................. 4 0 GDM

....................ugggucuuugcgggcgagau................................................ 8 0 GDM

....................ugggucuuugcgggcgagau................................................ 8 0 GDM

....................ugggucuuugcgggcgagau................................................ 8 0 GDM

....................ugggucuuugcgggcgagaCg............................................... 2 1 GDM

....................ugggucuuugcgggcgagauU............................................... 4 1 GDM

....................Cgggucuuugcgggcgagaug............................................... 1 1 GDM

....................ugggucuuugcgggcgagaug............................................... 67 0 GDM

....................ugggucuuugcgggcgagaug............................................... 67 0 GDM

....................ugggucuuugcgggcgagauA............................................... 3 1 GDM

....................ugggucuuugcgggcgagaug............................................... 67 0 GDM

....................ugggucCuugcgggcgagaug............................................... 1 1 GDM

....................ugggucuuugcgggcgagauA............................................... 3 1 GDM

....................ugggucuuugcgggcgagaCg............................................... 2 1 GDM

....................ugggucuuugcgggcgagauU............................................... 4 1 GDM

....................ugggucuuugcgggcgagaGg............................................... 5 1 GDM

....................ugAgucuuugcgggcgagauga.............................................. 1 1 GDM

....................ugggucuCugcgggcgagauga.............................................. 1 1 GDM

....................ugggucCuugcgggcgagauga.............................................. 1 1 GDM

....................ugggucuuugcgggcgagauga.............................................. 76 0 GDM



cgaggaugggagcugagggcugggucuuugcgggcgagaugagggugucggaucaacuggccuacaaagucccaguucucggcccccg

hsa-miR-193a-5p

hsa-miR-193a-3p

....................ugggucuuugcgggcgagaugU.............................................. 9 1 GDM

....................ugggucuuugcgggcgagauga.............................................. 76 0 GDM

....................ugggucuuugcgggcgagaugU.............................................. 9 1 GDM

....................ugggucuuugcgggcgagauga.............................................. 76 0 GDM

....................ugggucuuugcgggcgagaugaU............................................. 4 1 GDM

....................ugggucuuugcgggcgagaugaU............................................. 4 1 GDM

....................ugggucuuugcgggcgagaugaA............................................. 4 1 GDM

....................ugggucuuugcgggcgagaugaU............................................. 4 1 GDM

....................ugggucuuugcgggcgagaugagA............................................ 1 1 GDM

.....................Uggucuuugcgggcgagauga.............................................. 1 1 GDM

......................................................aacuggccuacaaagucU................ 1 1 GDM

......................................................aacuggccuacaaagucA................ 2 1 GDM

......................................................aacuggccuacaaaguccca.............. 3 0 GDM

....................ugggucuuugcgggcgaga................................................. 2 0 Z1_

....................ugggucuuugcgggcgagau................................................ 2 0 Z1_

....................ugggCcuuugcgggcgagaug............................................... 1 1 Z1_

....................ugggucuuugcgCgcgagaug............................................... 1 1 Z1_

....................Ggggucuuugcgggcgagaug............................................... 1 1 Z1_

....................ugggucuuugcgggcgagauA............................................... 2 1 Z1_

....................ugggucuuugcgggcgagauC............................................... 1 1 Z1_

....................ugggucuuugcgggcgagaug............................................... 52 0 Z1_

....................ugggucuuugcgAgcgagaug............................................... 1 1 Z1_

....................ugggucCuugcgggcgagauga.............................................. 3 1 Z1_

....................ugggucuuugcgggcgagGuga.............................................. 1 1 Z1_

....................ugggucuuugUgggcgagauga.............................................. 1 1 Z1_

....................ugggucuuugcgggcgagaugU.............................................. 4 1 Z1_

....................ugggucuuugcggUcgagauga.............................................. 1 1 Z1_

....................ugggCcuuugcgggcgagauga.............................................. 1 1 Z1_

....................ugggucuuugcgggcgagauga.............................................. 32 0 Z1_

....................ugggucuuugcgggcgagaugaA............................................. 4 1 Z1_

....................ugggucuuugcgggcgaga................................................. 2 0 Z2_

....................ugggucuuugcgggcgagaug............................................... 25 0 Z2_

....................ugggucuCugcgggcgagaug............................................... 1 1 Z2_

....................ugggucuuugcgggcgagauA............................................... 1 1 Z2_

....................ugggucuAugcgggcgagaug............................................... 2 1 Z2_

....................ugggucuCugcgggcgagauga.............................................. 1 1 Z2_

....................ugggucuuugcgggcgagaugC.............................................. 1 1 Z2_

....................ugggucuuugcgggcgagauga.............................................. 13 0 Z2_

....................ugggucuuugcgggcgagaugaA............................................. 1 1 Z2_

......................................................aacuAgccuacaaagucc................ 2 1 Z2_


