miRBase precursor : hsa-mir-191
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. .caacggaaucccaalagcag. . - 2 1 z3_
............... caacggaaucccaaaagcGgc 3 1 Z3
............... caacggaaucccaaaagcagy 85 1 Z3
_______________ caacggaaucccaaaagcCgc 1 1 Z3_
............... caalUggaaucccaaaagcagc 1 1 Z3
............... caacggaaucccaaaagcagA 16 1 Z3
_______________ caacggaGucccaaaagcagc 1 1 Z3_
............... caacgAaaucccaaaagcagc 1 1 Z3
............... caacggaaucccaaaGgcagc 1 1 73
............... caacggaaucccaaaagcagG 1 1 Z3_
............... caacggaaucccaaaagUagc 5 1 Z3
. .caacggaaucccaalagcagc. - 1 1 73
_______________ caacggaaucccaGaagcagc 2 1 Z3_
............... caacggaaucccaaGagcagc 1 1 Z3
............... caGcggaaucccaaaagcagc 3 1 73
_______________ caacggaaucccGaaagcagc 3 1 Z3_
. .Caacggaaucccaaaagcagc. - 429 0 Z3
............... cGacggaaucccaaaagcagc 1 1 73
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... cGacggaaucccaaaagcagcu
............... caacggUaucccaaaagcagcu
............... caacggaaucccaaaGgcagcu
............... caacggaauccUaaaagcagcu
............... caacggaaucccaaaagcagUu
. .caacAgaaucccaaaagcagcu. . -

............... caacggaauUccaaaagcagcu
............... caaUggaaucccaaaagcagcu
............... caacggaaucccaaaagcagGu
............... caacggaGucccaaaagcagcu
............... caaAggaaucccaaaagcagcu
............... caacggaaucccaaaagcalcu
............... Gaacggaaucccaaaagcagcu
............... caacggaaCcccaaaagcagcu
............... caacggaaucccaaaagcagcu
. .caacggaaucccaaaagcagcC. . .

............... caacggaauGccaaaagcagcu
............... caaGggaaucccaaaagcagcu

............... caacggaaucccaaGagcagcu
............... caacUgaaucccaaaagcagcu

............... caacggaaucccaCaagcagcu
. .caacggaaucccCaaagcagcu. . .

............... cUacggaaucccaaaagcagcu
............... caacgAaaucccaaaagcagcu
............... Uaacggaaucccaaaagcagcu
............... caacggaaucccaaaaUcagcu
............... cCacggaaucccaaaagcagcu
_______________ caacggaaucccaaaaAcagcu
............... caGcggaaucccaaaagcagcu
............... caacggaaucccaaCagcagcu
............... caacggaaucccGaaagcagcu
. .caacggaaucccaaaaglagcu. . .

............... caacggGaucccaaaagcagcu
............... caCcggaaucccaaaagcagcu
............... caacggaCucccaaaagcagcu

............... caacggaaucccalaagcagcu
............... caacggaaucccaaaagcCgcu
............... caacggaaGcccaaaagcagceu
_______________ Aaacggaaucccaaaagcagcu
. .caacggaaucccaalagcagcu. . .

............... caacggaaucccaaaagcUgcu
_______________ caacggaaucccaaaagcaCcu
............... caacggaaucccaaaagcagAu
............... caacggaUucccaaaagcagcu
............... caacggaaucccaaalgcagcu
............... caacggaauAccaaaagcagcu
............... caacggaauccAaaaagcagcu
_______________ caacggaaucccaaaagcaAcu
. .caUcggaaucccaaaagcagcu. . -
. .caacggaaucccUaaagcagcu. . .
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caacggaauccUaaaagcagcugu. .

............... caacggaGucccaaaagcagcugu
............... caacggaaucccaaaagcGgcugu
............... caacAgaaucccaaaagcagcugu
............... caacggaaucccaaaagcagcAgu
............... caacggaaucccaaaagcagcuAu
............... caacggaaucccaaaagcagcugu
............... caacggaaucccaaaagcCgcugu
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

_______________ caacAgaaucccaaaagcag

............... caacggaaucccaaGagcag
............... caacggaGucccaaaagcag
_______________ caacggaaucUcaaaagcag
. .CaacggaaucccaaaagAag. -

............... caacggaaucccaaaagcag
_______________ caacggaaucccaaaGgcag
............... caacggaaAcccaaaagcag
............... caacggaauccAaaaagcag
_______________ caacgAaaucccaaaagcag
............... caacggaaucccaaaagcaC
............... caacggaaucccaaCagcag
_______________ cUacggaaucccaaaagcag
. .Ccaacggaaucccaaaaglag. -
. .CaacggaaucccaaaagcaA. .
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caacggaauccUaaaagcagcu. . .

............... caacggaauccAaaaagcagcu
............... caGcggaaucccaaaagcagcu

............... caacggaaucccaalagcagcu
............... CGACYYAAUCCCAAAAYCAGCU - « « « - o o e e e m oo e e e e m e e e e m e e e e e e
............... €aACYYAAUCCCAAAAGUAGCU - -« « - o o e e e m e e e e et m e e e e m e e e e e e
............... caacggaaucccaaaagcaguu

............... Uaacggaaucccaaaagcagcu
. .caCcggaaucccaaaagcagcu. . .

............... CaaCYYaAAUCCCAAGAYCAYCU . - - - -« o x o e o m e o e e e e e e e e e e e
............... €CaacggaauUCCCaBAAUCAGCU. - - - -« v o e e e e e e e e e e e eaeaeaaaaaan
............... CaacggGaUCCCARAAGCAYCU . « - « -« - v m e m e n e e e e e e e e e e e e
............... caacggaauccCaaaagCaUCU. . . o u ittt i ittt ittt e e aaaaaaaaaaaaaaaaaaaaaaaaaaaan
............... CaacggaaCcCCaBAAYCAYCU . - - - -« - x o e m e m e e e e e e e e e e e e
............... caacggaauccGaaaagcagcu
............... caacggaaucccaGaagcagcu
............... caacCgaaucccaaaagcagcu
_______________ caacggaaAcccaaaagcagcu
. .Ccaacggaaucccaaaagcagcu. . -

............... caaAggaaucccaaaagcagcu
............... caalUggaaucccaaaagcagcu
............... caacggaCucccaaaagcagcu
............... caaGggaaucccaaaagcagcu
............... caacggaaucUcaaaagcagcu
............... Aaacggaaucccaaaagcagcu
............... caacggaaucccaaaCgcagcu

_______________ caacggaaucccaaaaCcagcu
. .cUacggaaucccaaaagcagcu. . .

............... caacggaaucccaCaagcagcu
_______________ caacggaaucccaaaaAcagcu
............... caacggaaucccaaaagcaAcu
............... caacggaaucccaaaagcGgcu
............... caacggalucccaaaagcagcu
............... caacggCaucccaaaagcagcu
............... caacggaaucccaaaagcUgcu
_______________ caacAgaaucccaaaagcagcu
. .caacggaauAccaaaagcagcu. . .
. .caacggaaucccaaaagGagcu. . -
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hsa-miR-191-5p

............... caacggaauUccaaaagcagcug
............... caacggaaucccaaaagcagcGg
............... caacggaaucccGaaagcagcug
............... caacggaaucccCaaagcagcug
............... caacggaaucccaaaCgcagcug
............... caacAgaaucccaaaagcagcug
............... caacggaaucccaaaagAagcug
............... caacggaaucccaaaagcagcul
............... caUcggaaucccaaaagcagcug

............... caacggaaucccUaaagcagcug
............... caaAggaaucccaaaagcagcug

............... caacggaaucccaaCagcagcug
............... caacggaaCcccaaaagcagcug

............... caacggaaucccaGaagcagcug
............... caacggaaucccaaaGgcagcug
............... caacggaGucccaaaagcagcug
............... caacggUaucccaaaagcagcug
............... caacggaaucccaalagcagcug
............... caacggaaucccaaaagcagAug
............... caacggaaucccaaaaUcagcug
............... Uaacggaaucccaaaagcagcug
............... cGacggaaucccaaaagcagcug

............... caacgAaaucccaaaagcagcug
............... caacggaaAcccaaaagcagcug
............... caacggaaucccaCaagcagcug
............... caacggaaucccalaagcagcug
............... caacggaaGcccaaaagcagcug
............... caacggaaucccaaaagcaAcug
............... caacUgaaucccaaaagcagcug
_______________ Aaacggaaucccaaaagcagcug

............... caacggaaucccaaalgcagcug
............... caacggaauccAaaaagcagcug
............... caacggaauccUaaaagcagcug
............... caacggaaucUcaaaagcagcug
............... caacggaaucccaaaagcagcug
............... caacggaauAccaaaagcagcug
............... caacggaaucccaaaagUagcug
............... cUacggaaucccaaaagcagcug

. .caacggaaucccaaGagcagcug. -

hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caacggaaucccalaagcagcu. . .

. .caacggaaucccaaaagcagcCg. .

. .caacggCaucccaaaagcagcug. .

. .caacggaaucccaaaaAcagcug. -

. .caacggGaucccaaaagcagcug. -
. .caacggaaucccaaaagcCgeug. .

mN-bNI—‘I—‘(J'IJk\IB

N
[}

105
5271

P R R PR R RRRRERPRRRRORIERRRERRERERRERERRRRRIERRRRRRRERIERRRRRIRRERRRRERRRRRIERRRRRRRERIERRERRR R R

72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72



hsa-miR-191-5p
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

________________ aacggaaucccGaaagcagcug
................ aacggaaucccaaaGgcagcug
................ aacAgaaucccaaaagcagcug
________________ aacggGaucccaaaagcagcug
.aacggaaucccaaaagcagcCg. -

................ aCcggaaucccaaaagcagcug
________________ aacgUaaucccaaaagcagcug
................ aacggUaucccaaaagcagcug
................ aacggaaucccaaGagcagcug
________________ aacggaaucUcaaaagcagcug
................ aacggaaucccaaaagcagcug
................ aacggaCucccaaaagcagcug

.aacggaaucccaaalgcagcug - -
.aacgAaaucccaaaagcagcug - .
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

_______________ caacgAaaucccaaaagcagc
............... caacggaaucccaalagcagc
............... caacggaaCcccaaaagcagc
_______________ caacggalucccaaaagcagc
. .caacggaaucccaaaagcugc. -

............... caacggaaucccaaaagcaAc
_______________ caacggaaucccaaaagcalc
............... caGcggaaucccaaaagcagc
............... caacggaGucccaaaagcagc
_______________ caacggaaucccaaaaglagc
............... caacggaaucccaaaaUcagc
............... caaGggaaucccaaaagcagc

_______________ caacggaauUccaaaagcagc
. .caacggaaucccaaaagcagy. .

. .caacggaaucccaaaagcagc.- .

N N NN WO

=
©

P PP NBANRPR®ONERRPRPPRPRMOG

126
833

© N P DR NP P ®

o O B O kP

P R R PR R RPRRERRORRRRREPRRERRRRRERRRRRERRRERERRRERIERRRORIRRRERRERORIRRERERRRERERIERERERIERROLRLR

72
z2_
72
72
z2_
72

z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_
z1_



hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caacggaauccUaaaagcagcu. . .

............... caacggaCucccaaaagcagcu
............... caacggaaucccaaaagcagAu
............... clUacggaaucccaaaagcagcu
............... caacggaaucccaaaagcCgcu
............... caacgAaaucccaaaagcagcu
............... caacggaaucccaUaagcagcu
............... caacgUaaucccaaaagcagcu
............... caacggaaucccaGaagcagcu
. .caacggaaucccaaCagcagcu. . -

............... caacggalucccaaaagcagcu
............... caacCgaaucccaaaagcagcu

............... caalUggaaucccaaaagcagcu
............... caacggaaucccaaGagcagcu
............... caacggaaucccaaaagAagcu
_______________ caacggaaAcccaaaagcagcu
............... caacggaaucccaaaagcaAcu
............... caacAgaaucccaaaagcagcu
. .caacggaaucccaalagcagcu. . .

............... Uaacggaaucccaaaagcagcu
............... caacggaaucccaaaagcGgcu
............... cCacggaaucccaaaagcagcu
............... caacggGaucccaaaagcagcu
............... Aaacggaaucccaaaagcagcu
............... caacggaaucccaaaagGagcu
............... caacggaauAccaaaagcagcu
............... cGacggaaucccaaaagcagcu
. .caacggaaucccaaaagcagUu. . .

............... caacggaaucccaaaagcagcu
............... caacggaaucccaaaagcagGu
............... caGcggaaucccaaaagcagcu
............... caacggaaGcccaaaagcagcu
............... caacggaGucccaaaagcagcu

............... caacggaaucUcaaaagcagcu
. .CaacggaaucccaaaaAcagcu. . .

............... caacggUaucccaaaagcagcu
............... caaGggaaucccaaaagcagcu
............... caacggaaucccaaaGgcagcu
............... caacggaaucccaaaagcalcu
............... caacggaauUccaaaagcagcu
............... caacggaaucccaCaagcagcu
............... caUcggaaucccaaaagcagcu
............... caacggaauGccaaaagcagcu
. .caacggaaCcccaaaagcagcu. . .
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caacggaaucccaaaagcagcuAu .
caacggGaucccaaaagcagcugu
caacggaaucccaaaagcagcugu
Gaacggaaucccaaaagcagcugu
caacggaGucccaaaagcagcugu
caacggaauccclUaaagcagcugu
caacggCaucccaaaagcagcugu

Uaacggaaucccaaaagcagcugu

caacggaaucccaaaagcagcAgu. .

caacggaaCcccaaaagcagcugu

cUacggaaucccaaaagcagcugu
caacggaaucccaaaagcagculu
caacggaaAcccaaaagcagcugu
cGacggaaucccaaaagcagcugu
caacggaaucccGaaagcagcugu

caacggaaucccaaaagUagcugu. .
caacggaaucccalaagcagcugu. .

hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu
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hsa-miR-191-5p

hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

................ aacggaaucccaaaagcagcug
.aacggaaucUcaaaagcagcug . .

................ Uacggaaucccaaaagcagcug
................ aacggaaucccaaGagcagcug
................ aacggaauccAaaaagcagcug
................ aacggaaucccaaaagcagcCg

................ Cacggaaucccaaaagcagcug
................ aacggaGucccaaaagcagcug
________________ aacggaaCcccaaaagcagcug
.aacggaaucccUaaagcagcug .- -

............ .acggaaucccaaaagcagcuC. .
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caUcggaaucccaaaagc. .

_______________ caacggaauUccaaaagc

A AR 2O

............... caacggaauUccaaaagc
............... caacggaaucccaaaagU 164
_______________ caacggaaucUcaaaagc
............... caacggaaucccUaaagc
............... Uaacggaaucccaaaagc

_______________ caGcggaaucccaaaagc

............... caacggaaucccGaaagc
. .caacggaaucccaGaagc. -

_______________ caacggaaCcccaaaagc
............... caacggaCucccaaaagc
............... caacggaGucccaaaagc

N Ok 000w a o NN Oa

_______________ caacggaauccclUaaagc
............... caacggaaucccaaaagU 164
............... caacggaaulccaaaagc
_______________ caacggaaucccaaaGgc

............... caGcggaaucccaaaagc

. .caCcggaaucccaaaagc. .

............... caacggaaucccalaagc
............... caacggaaucccaaaGgc
_______________ caacggaaucccaaalgc
............... Aaacggaaucccaaaagc
............... caacggaaCcccaaaagc
_______________ cGacggaaucccaaaagc
............... caacggaaucccaaaagy
............... cGacggaaucccaaaagc
. .caacggGaucccaaaagc. .

............... caacggaaucccalaagc
............... Uaacggaaucccaaaagc
_______________ caacggaaucccaaGagc
............... caGcggaaucccaaaagc
............... caacggaaucccaaaGgc
_______________ caacggaGucccaaaagc

_______________ caacggUaucccaaaagc
. .CaacggaaucccaaaaAc. .

............... caacggaaCcccaaaagc
_______________ caacggaaucccaGaagc
............... caacggaaucUcaaaagc
............... caacggGaucccaaaagc
_______________ clUacggaaucccaaaagc
............... caacggaaucccGaaagc
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hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaucccaGaagcag 4 1 GDM
............... caacggaaucccaaaagcCg 1 GDM
. .caacggaaCcccaaaagcag - - 1 1 GDM
............... caacggaaucccaaaagUag 12 1 GDM
............... caacggaaucccaaaagUag 12 1 GDM
............... caacggaGucccaaaagcag 1 GDM
............... caalUggaaucccaaaagcag 2 1 GDM
............... caacggaaucccaaaagcaA 27 1 GDM
............... caacggaaucccaaaagcag 592 0 GDM
............... caacggaaucccaaaagcGg 4 1 GDM
............... Uaacggaaucccaaaagcag 1 1 GDM
. .CaacggaaucccaaaagcaA. . 27 1 GDM
............... caacggaGucccaaaagcag 3 1 GDM
............... caacggaaucccalaagcag 1 1 GDM
............... caacggalucccaaaagcag 1 1 GDM
............... caacggaaucccaaaagcGg 4 1 GDM
............... caacUgaaucccaaaagcag 2 1 GDM
............... caacggaaucUcaaaagcag 24 1 GDM
............... cGacggaaucccaaaagcag 5 1 GDM
............... caacggaaucccaaaagcag 592 0 GDM
............... caacggGaucccaaaagcag 4 1 GDM
. .cCacggaaucccaaaagcag. . 1 1 GDM
............... caacggaaucccaaaagcaA 27 1 GDM
............... caacggGaucccaaaagcag 4 1 GDM
............... caGcggaaucccaaaagcag 2 1 GDM
............... caGcggaaucccaaaagcag 2 1 GDM
............... caacAgaaucccaaaagcag 1 1 GDM
............... caacggaaucccaaaagcGg 4 1 GDM
............... caacggaaucAcaaaagcag 1 1 GDM
............... caacggaaucccaaaagUag 12 1 GDM
. .caacggaauccUaaaagcag. . 1 1 GDM
............... caacggaaucccaaaagcau 1 GDM
............... cGacggaaucccaaaagcag 1 GDM
............... caacggaCucccaaaagcag 1 1 GDM
............... caacggaaucccaaaagcag 592 0 GDM
............... caacggaaucccaaGagcag 3 1 GDM
............... CaaCggaauUCCCaAAAAYCAC . « v e o ee i e e e e maama e e e e ea e 1 1 GDM
............... caacggaauUccaaaagcag 1 1 GDM
............... caacggaaucccGaaagcag 3 1 GDM
............... caacggaaucccaaaGgcag 3 1 GDM
. .caacggaauccAaaaagcag - - 1 1 GDM

12 1 GDM

8 1 GDM

1 GDM

7 1 GDM

2 1 GDM

11 1 GDM

7 1 GDM

40 1 GDM

1 1 GDM

1 GDM

3 1 GDM

10 1 GDM

............... UaacggaauCCCaaaJCAGC - - « « = - - - x e mw e m e e e e e e e e e e 6 1 GDM
............... CaaCYQgGAUCCCAARAYCAYC - = -« -« v = w e m e mn e mm e m e m e e 7 1 GDM
............... CaaCYgaACUCCCAAAAGCAYC - = - - -« = = = - e e m e e e m e m e e e e e e e e eae e 1 1 GDM
............... [or=F=ToT [ F= T= U Lo o o= 0F= T Vo Tx= T Lo 1 1 GDM
............... CaaCgQgGAUCCCAARAYCAYC - - -« -« v = w e m e n e mm e m e ma e e 7 1 GDM
. .caacggaaucccaaaalcagc. . 2 1 GDM

. .calUcggaaucccaaaagcagc. - 2 1 GDM
............... CaACYJAAUCCCAAAAYCAAC . - -« -« e e e ne e ma e emma e neana e e e 4 1 GDM
............... CAACYYAAACCCAAAAGCAYC - = - - -« = o = o e e mm e w e mm ke e e e e e e e e e e 1 1 GDM
............... UaacggaauCCCa@aJCAGC - - « « - - - x e mw e e e e e e e e e e 6 1 GDM
............... CaaCCgaaUCCCAAAAYCAYC . - -« -« v = wa m e n e mm e e mmmmmm e ma e 1 1 GDM
............... €aacggaauCccCaaaagCagU. - o o oo e e e e e e e e aaaaaaan 294 1 GDM
3 1 GDM

1 GDM

1 GDM

12 1 GDM




hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaucccaaGagcagc 4
............... caacggaaucccaaaagcagu 294
. .Uaacggaaucccaaaagcagc. - 6
_______________ caacggaaucccaaaGgcagc 12
............... caacggaaucccaalUagcagc 1
............... cUacggaaucccaaaagcagc 3
............... caacggaaucccaGaagcagc 3
............... caacggaaucUcaaaagcagc 7
............... caacggaauccUaaaagcagc 3
............... caacggaaucccaaaagcagc 1660
............... caacggaGucccaaaagcagc 11
. .caacUgaaucccaaaagcagc. - 2
_______________ caacggaaucccaaaaglagc 16
............... caacggaaucccaaaagcagG
............... caacggGaucccaaaagcagc 7
............... caaUggaaucccaaaagcagc 2
............... caacggaaucccaaaagUagc 16
............... cGacggaaucccaaaagcagc 6
_______________ caacggaaucccaaaGgcagc 12
............... caacggaauUccaaaagcagc 8
............... cGacggaaucccaaaagcagc 6
. .Caacggaaucccaaaagcagc. . 1660
............... caacggaaucccUaaagcagc 1
............... caacggaaucUcaaaagcagc 7
............... caacggaaucccalaagcagc 2
............... caacAgaaucccaaaagcagc 8
............... caGcggaaucccaaaagcagc 7
_______________ caacggaaucccaaaagcGgc 10
............... caalUggaaucccaaaagcagc 2
............... caacggaaucccaaaGgcagc 12
. .caacggaaucccaaaagcagu. . 294

............... caacggaaucccaaGagcagc
............... caacggaaucccGaaagcagce
_______________ caacgAaaucccaaaagcagc
............... caacggaaucccaaaagcagc
............... cUacggaaucccaaaagcagc

............... caCcggaaucccaaaagcagc
............... caacggaaucccaGaagcagc
_______________ caacggaauccAaaaagcagc
. .caacggaGucccaaaagcagc. -

............... caacggUaucccaaaagcagc
_______________ cGacggaaucccaaaagcagc
............... caacggaaCcccaaaagcagc
............... caUcggaaucccaaaagcagc
_______________ caacggaaucccaaaaglagc

............... caacggaaucccaatagcagc
_______________ Gaacggaaucccaaaagcagc
. .caGcggaaucccaaaagcagc. -
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hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaucccaaaagUagcu 124 1 GDM
............... caacggaaucccaaaugcagcu 13 1 GDM
. .caacggaaCcccaaaagcagcu. . - 111 1 GDM
............... caacggaCucccaaaagcagcu 18 1 GDM
............... caacggaaucccaaaagcagAu 1 GDM
............... caacUgaaucccaaaagcagcu 9 1 GDM
............... caacggaaucUcaaaagcagcu 56 1 GDM
............... Uaacggaaucccaaaagcagcu 51 1 GDM
............... caacggaaucccalaagcagcu 13 1 GDM
............... caacggaaucccaaaagcaCcu 1 1 GDM
............... caacggaaucccaGaagcagcu 80 1 GDM
. .caacggaaucccCaaagcagcu. . - 10 1 GDM
............... caacggaaucccaaaagcagUu 26 1 GDM
............... caacggaaucccaaaagcGgcu 104 1 GDM
............... caacggaaucccaaaGgcagcu 131 1 GDM
............... caacggaaucccaaaagcagcC 1779 1 GDM
............... cUacggaaucccaaaagcagcu 21 1 GDM
............... caacggaauccAaaaagcagcu 18 1 GDM
............... caacggaaucccaaaagcagcu 19934 0 GDM
............... caacgAaaucccaaaagcagcu 21 1 GDM
............... caacggaaucccaaaagcugcu 14 1 GDM
. .caacggaaucccaaaaAcagcu. . . 25 1 GDM
............... cGacggaaucccaaaagcagcu 77 1 GDM
............... caacggaaucccaaaagAagcu 5 1 GDM
............... cUacggaaucccaaaagcagcu 21 1 GDM
............... caacggaaucccaaaaAcagcu 25 1 GDM
............... caacggGaucccaaaagcagcu 90 1 GDM
............... caacggaaucUcaaaagcagcu 56 1 GDM
............... caGcggaaucccaaaagcagcu 78 1 GDM
............... caaAggaaucccaaaagcagcu 4 1 GDM
. .caGcggaaucccaaaagcageu. . . 78 1 GDM
............... caacggaauAccaaaagcagcu 16 1 GDM
............... caacggaaucccaaaagcaucu 1 GDM
............... caacgCaaucccaaaagcagcu 3 1 GDM
............... caacgUaaucccaaaagcagcu 4 1 GDM
............... caacggaaucccaaaagcGgcu 104 1 GDM
............... caacggaaucccaaaagcagcC 1779 1 GDM
............... caacggaaucccaCaagcagcu 1 1 GDM
............... caacggaaucccGaaagcagcu 84 1 GDM
............... caacggaaucccGaaagcagcu 84 1 GDM
. .caacggaaucccGaaagcagcu. - - 84 1 GDM
............... caacggaaCcccaaaagcagcu 111 1 GDM
............... caacggaaCcccaaaagcagcu 111 1 GDM
............... caacggaaucccaaaagcagcC 1779 1 GDM
............... caacggaaucccaaaagcagcG 154 1 GDM
............... caacggaaucccaaaagcaAcu 30 1 GDM
............... caacggaaulUccaaaagcagcu 64 1 GDM
............... caacAgaaucccaaaagcagcu 34 1 GDM
............... caacggaauccUaaaagcagcu 37 1 GDM
. .caacggaaucccaaalgcagcu. . . 13 1 GDM
............... caacggaaucccaaGagcagcu 75 1 GDM
............... caacggaUucccaaaagcagcu 1 GDM
............... caacggaaucccaaUagcagcu 9 1 GDM
............... caGcggaaucccaaaagcagcu 78 1 GDM
............... caalUggaaucccaaaagcagcu 26 1 GDM
............... caacggaaucccaaaagcagAu 1 GDM
............... caacggaaucccaaaaCcagcu 2 1 GDM
............... cCacggaaucccaaaagcagcu 1 GDM
. .Gaacggaaucccaaaagcagcu. - - 1 GDM

. .caacggaaucccaaaaglagcu. . - 124 1 GDM
............... Aaacggaaucccaaaagcagcu 31 1 GDM
............... caacggaaucccaaCagcagcu 3 1 GDM
............... caacggaaucccaaaagcaAcu 30 1 GDM
............... caacggaaucccaaaGgcagcu 131 1 GDM
30 1 GDM

14 1 GDM

5 1 GDM

20 1 GDM

1 1 GDM




hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaAcccaaaagcagcu 19 1 GDM
............... caacggUaucccaaaagcagcu 21 1 GDM
. .caacggaaucccalaagcagcu. . - 13 1 GDM
............... caacggaaucccaaaalcagcu 12 1 GDM
............... caacggaaucccaGaagcagcu 80 1 GDM
............... caacggaaucccaaaalcagcu 12 1 GDM
............... caalUggaaucccaaaagcagcu 26 1 GDM
............... caacAgaaucccaaaagcagcu 34 1 GDM
............... caalUggaaucccaaaagcagcu 26 1 GDM
............... caUcggaaucccaaaagcagcu 20 1 GDM
............... caacggaaucccaaGagcagcu 75 1 GDM
. .caacggaaucccaaaagcagGu. . - 1 1 GDM
............... caacggaaGcccaaaagcagcu 4 1 GDM
............... caacggaaucccCaaagcagcu 10 1 GDM
............... caacggUaucccaaaagcagcu 21 1 GDM
............... caacggaaucccaaaagcCgcu 4 1 GDM
............... caacggaaucccaaaagcagcA 766 1 GDM
............... Aaacggaaucccaaaagcagcu 31 1 GDM
............... caacggaauccUaaaagcagcu 37 1 GDM
............... caacggaaucccaaaagcagAu 8 1 GDM
............... caacgAaaucccaaaagcagcu 21 1 GDM
. .caacggaaucccaaaagcagcA. . . 766 1 GDM
............... caacggaaAcccaaaagcagcu 19 1 GDM
............... cGacggaaucccaaaagcagcu 77 1 GDM
............... caaAggaaucccaaaagcagcu 4 1 GDM
............... cGacggaaucccaaaagcagcu 77 1 GDM
............... cUacggaaucccaaaagcagcu 21 1 GDM
............... caacggaauccUaaaagcagcu 37 1 GDM
............... caacggaauccAaaaagcagcu 18 1 GDM
............... caacggaaAcccaaaagcagcu 19 1 GDM
. .caacggaaucccaaaagcaucu. . . 4 1 GDM
............... caacggaCucccaaaagcagcu 18 1 GDM
............... caacggaaucccUaaagcagcu 23 1 GDM
............... caacAgaaucccaaaagcagcu 34 1 GDM
............... caacggaaucccaaaagcUgcu 14 1 GDM
............... caacggaaucccaaaagcagcA 766 1 GDM
............... caacggaaucccCaaagcagcu 10 1 GDM
............... Aaacggaaucccaaaagcagcu 31 1 GDM
............... caaGggaaucccaaaagcagcu 3 1 GDM
............... caCcggaaucccaaaagcagcu 1 GDM
. .caacggaauAccaaaagcagcu. - - 16 1 GDM
............... caacggaaucccaaaagcGgcu 104 1 GDM
............... caacggaaucccaaaagGagcu 2 1 GDM
............... caacggaaucccaaaCgcagcu 4 1 GDM
............... caacggGaucccaaaagcagcu 90 1 GDM
............... Uaacggaaucccaaaagcagcu 51 1 GDM
............... caacggaaucccaaaagcagcu 19934 0 GDM
............... caacggaaulUccaaaagcagcu 64 1 GDM
............... caacggGaucccaaaagcagcu 90 1 GDM
. .caacggaaucccaalagcagcu. . . 9 1 GDM
............... cCacggaaucccaaaagcagcu 1 GDM
............... caacggaCucccaaaagcagcu 18 1 GDM
............... caacggaaucGcaaaagcagcu 3 1 GDM
............... caacggaaucUcaaaagcagcu 56 1 GDM
............... caacggaGucccaaaagcagcu 103 1 GDM
............... caCcggaaucccaaaagcagcu 5 1 GDM
............... caCcggaaucccaaaagcagcu 5 1 GDM
............... €aaCcggaauCCCaaaagCagCG. - v v we i e e e e e cea e amaam e e e 154 1 GDM
. .caacggaGucccaaaagcagcu. - - 103 1 GDM

. .caacggaaucccaGaagcagcu. . - 80 1 GDM
_______________ 23 1 GDM
............... 1 GDM
............... 9 1 GDM
_______________ 64 1 GDM
............... 9 1 GDM
............... 154 1 GDM
13 1 GDM

4 1 GDM

25 1 GDM



hsa-miR-191-5p

hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

12 1 GDM

26 1 GDM

21 1 GDM

103 1 GDM

5 1 GDM

............... [or=F=ToT [ F= T= U Lot ol o= =o€ T= T Lo U [ 131 1 GDM
............... CaaCYgaAUACCAABAGCAYGCU - -« -« e e m e m e e e e mm e e e e 16 1 GDM
............... €aaCYQgaAUCCCAAAAGCAYCU - - - -« « o o m e e m e e e m e e e e e e e e e e e 19934 0 GDM
............... UaacggaauCCCaaaagCaAQgCU - - « - - -« x e m e e e m e e e e e e e e e e 51 1 GDM
............... CaaCggaaUCCCAAAAGAAYGCU - -« -« e e ne e ma e e e ma e e e e 5 1 GDM
............... €aacggUauCCCaAAAGCAYCU - - - -« « o - - e e m e e e m e e e e e e e e e e eae e 21 1 GDM
. .caacggaaucccUaaagcagcu. . - 23 1 GDM
............... €aaCcggaauCCCaaAGCGYCUY -« -« v v e me e mmm e amaama e aname e e 41 1 GDM
............... €aacggGauUCCCaAAAGCAYCUY - - - -« « - - x e e m e e e m e e m ke e e e e e eae e 35 1 GDM
............... €aacggaauCCCaaaagCaAgCUA . - . . . o et e e e e e e e e 435 1 GDM
............... CaaCggaauCCCaAAAAGAAYCUY - « - « v - v e e e e e e mamme e ama e e 1 1 GDM
............... CaaAggaaUCCCaAAAAGCAYCUY - - -« =« o - w e m e e e m e e m e e e e e e e e eae e 2 1 GDM
............... UaacggaaucCCaaaagCagCUD - « - - -« x e c mm e e me e m e e e e e e e e 17 1 GDM
............... €aaCggaauCCCaAAACYCAGCUY - « -« - v e n e e e memmammmsamameensannnn e nenennnn 40 1 GDM
............... €aaCggaauUGCCaAAAGCAYCUY - - - « =« - - xw e m e e m o mm e m e m e e e e e e e ea e 2 1 GDM
............... [or=F=ToTe o= T=TUToTof o= =T Vo Tt=To Lo o 8118 0 GDM
. .caGcggaaucccaaaagcageug. . 45 1 GDM
............... caacggaaucccaaaagcGgcug 41 1 GDM
............... caalUggaaucccaaaagcagcug 11 1 GDM
............... caacggaauUccaaaagcagcug 13 1 GDM
............... caacggaaucccaalagcagcug 6 1 GDM
............... €aacggaauCCCaaaagCaAgCUA . - . . . o o et e e e e e e e e e e 435 1 GDM
............... caacUgaaucccaaaagcagcug 1 1 GDM
............... caacggaaucccaaaagcUgcug 9 1 GDM
............... caacggaaucccaaGagcagcug 51 1 GDM
. .caacCgaaucccaaaagcagcug. . 2 1 GDM
............... caacggaaCcccaaaagcagcug 42 1 GDM
............... caacggaaulUccaaaagcagcug 13 1 GDM
............... caacggaaucccaaalgcagcug 2 1 GDM
............... caacggaaucccaaaagcaUcug 1 1 GDM
............... [or=F=ToTs o = F=TUToT T o= =T To Tt=To Lo o 8118 0 GDM
............... caacggaaucccaaaaAcagcug 4 1 GDM
............... caacggaaCcccaaaagcagcug 42 1 GDM
............... caacggaaucccaCaagcagcug 1 GDM
............... caacgUaaucccaaaagcagcug 3 1 GDM
. .caacggaaucccUaaagcagcug. - 14 1 GDM
............... caacggaaucUcaaaagcagcug 134 1 GDM
............... caacggaaucccaaaGgcagcug 40 1 GDM
............... caacggaauccCaaaagCagCUA . . . .. it ittt i et saaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 435 1 GDM
............... caacgAaaucccaaaagcagcug 11 1 GDM
............... caacAgaaucccaaaagcagcug 29 1 GDM
............... Aaacggaaucccaaaagcagcug 20 1 GDM
............... caacggaaucccaaGagcagcug 51 1 GDM
............... caacggUaucccaaaagcagcug 15 1 GDM
. .Uaacggaaucccaaaagcagcug. - 17 1 GDM
............... caacggGaucccaaaagcagcug 35 1 GDM
............... caacggaaucccaaaagcGgcug 41 1 GDM
............... caacggaaAcccaaaagcagcug 12 1 GDM
............... caacggaaucccaaaagcaAcug 10 1 GDM
............... CaaCggaauCCCaAAAAGCAYCUY - « -« -« v n e e mwm e mmm e memma e neanne e 8118 0 GDM
............... caacggaauclcaaaagCagCUd . « « « c c v c e e e e e e e e e e e s saaaaaaaaa e 134 1 GDM
............... caacgUaaucccaaaagcagcug 3 1 GDM
............... caacggaaCcccaaaagcagcug 42 1 GDM
. .caacggaaucccUaaagcagcug. - 14 1 GDM

. .caacggaaucccaaaagUagcug. - 21 1 GDM

40 1 GDM

17 1 GDM

20 1 GDM

7 1 GDM

1 GDM

12 1 GDM

37 1 GDM

1 1 GDM

21 1 GDM



hsa-miR-191-5p
hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

. .caacggaaucccaaaagcugecug. .

............... caacggGaucccaaaagcagcug
............... caacggaaucccaaaagcagcCg
............... Aaacggaaucccaaaagcagcug
............... caacggaGucccaaaagcagcug
............... caacgAaaucccaaaagcagcug
............... caacggaaucccaaaagcCgcug
............... caacggaaucccGaaagcagcug
............... caCcggaaucccaaaagcagcug
. .cUacggaaucccaaaagcagcug. .

............... caacggUaucccaaaagcagcug
............... caacggaaucccGaaagcagcug
............... caacggaaucccaaGagcagcug
............... caacggaaucccaaaagcagAug

............... caacggaaucccaaaagcaAcug
............... CaAACYJAAUCCCAAAAYCAGCEY - « « - - -« e e w mcm e e e e m e e e e e m e e e e e
............... €calCgQgaauCCCAAAAYCAGCUD . « « « - -« w « xccm e e e m e e e e e m e e e e e e e e e e
............... €aAACYYAAUCUCAAAAYCAGCUY - « « - - -« x « m oo e e e e m e e e e m e e e e e e e e
............... caGcggaaucccaaaagcagcug

. .caacggaaucccaaaagcaguug. .

............... caacggaaucccaaaagcagcAg
............... caacggaauccUaaaagcagcug
............... caaAggaaucccaaaagcagcug
............... caacggaaucccaaaagcUgcug
............... caacggaGucccaaaagcagcug
............... caacggaauUccaaaagcagcug
............... caacggaaucccaGaagcagcug
............... caaGggaaucccaaaagcagcug
. .caacggaaucccaaaagcagcCg. .

............... caacggaaucccaaaagcagAug
............... caacggaaGcccaaaagcageug
_______________ caacAgaaucccaaaagcagcug
............... caacggaaucccalaagcagcug
............... caacggaaucccaaaagUagcug
............... cGacggaaucccaaaagcagcug
............... caacggaaucccaaaaAcagcug
............... cUacggaaucccaaaagcagcug
............... caacggaaucccCaaagcagcug
. .caaUggaaucccaaaagcagcug. -

............... Gaacggaaucccaaaagcagcug
_______________ caacggaaucccaaaalUcagcug
............... caacggaCucccaaaagcagcug
............... caacggaauccAaaaagcagcug
_______________ caacggaaucccaaaagcagcul
............... caUcggaaucccaaaagcagcug
............... caacggaaucccaalagcagcug
_______________ caacggaauAccaaaagcagcug
. .caacggaaAcccaaaagcagcug. -

............... caacggaaucccaaaagcagGug
............... caacggaaucccaaaagcagcCg
............... caacggaauccUaaaagcagcug
............... caacggUaucccaaaagcagcug
............... caacggaaucccGaaagcagcug
............... caacggaaucccaGaagcagcug
............... caacggaaucccaaaagcagcul
_______________ Aaacggaaucccaaaagcagcug
. .caacggaaucccaaaagcagcGg. -
. .caacgAaaucccaaaagcagcug. .

459

134

a rRr NN M BMNO

P R R PR R RRRRERRRRERRRERERRERRRRRERERRRRRIERRRERRRRERIERRRRRIRRERRRRERRRRRIERRRRRRRRIERRRRR R B

GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-191-5p

hsa-miR-191-3p

cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaAcccaaaagcagcugu

............... caacggGaucccaaaagcagcugu
............... caacggaaucccGaaagcagcugu
. .caacUgaaucccaaaagcagcugu. .

............... caacggaaucccaGaagcagcugu
............... caacggaaucccaaaagcagcuAu
............... caacggaaucccaaaGgcagcugu
............... caacggaaucccaaaagcaglugu
............... caacggaauUccaaaagcagcugu
............... caacggaaucccaaaagcagcugu
............... caacggaaucccaaaagcagcugC
............... caaUggaaucccaaaagcagcugu
. .caGcggaaucccaaaagcageugu. .

............... caacggaaucccaaaagcagculu
............... cGacggaaucccaaaagcagcugu
............... caacggaaCcccaaaagcagcugu
............... caacggaaucccaaaagcagcugu
............... caacggaaucccaaGagcagcugu
............... caacggaaucccaaaagcagcGgu
............... caacggaaucccUaaagcagcugu
............... caacggaaucccaaaagcagcCgu
............... caGcggaaucccaaaagcagcugu
. .Gaacggaaucccaaaagcagcugu. .

............... caacggaaucccaaaagcagcugu
............... caacggaaucccaaaagcGgcugu

............... caacAgaaucccaaaagcagcugu
............... caacggaaucccaaaagcagcuCu
............... caacggaaucccaaaagcagcAgu
............... caacgAaaucccaaaagcagcugu
............... caacggaauccAaaaagcagcugu
. .caacggaaucccaaaagcagcugC. .

............... caacggaaucccaaaagUagcugu
............... caacggaaucccaaaagcagculu
............... Aaacggaaucccaaaagcagcugu
............... caacggaaucccaaaagcagcugC
............... caacggaaucccaaaagcagcugG
............... caacggaaucccaaaagcagcuAu
............... caacggaaucccalaagcagcugu
............... caaUggaaucccaaaagcagcugu
. .caacggaaucccaaaagcagcugG. .
. .caacggGaucccaaaagcagcugu. .
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cggcuggacagcgggcaacggaaucccaaaagcagcuguugucuccagagcauuccagcugegceuuggauuucguccccugcucuccugecu

............... caacggaaucccaaaagcagcuguu
............... caacggaaucccaaaagcagcuguA
............... caacggaaucccaaaagcagcugAu
............... caacggaaucccaaaagcagcugGu
. .caacggaaucccaaaagcagCuguA. .

............... caacggaaucccaaaagcagcuguG
............... caacggaaucccaaaagcagcuAuu
............... caacggaaucccaaaagcagcuguu
............... caacggaaucccaaaagcagcuguu
............... caacggaaucccaaaagcagcuguC
............... caacggaaucccaaaagcagcuguC
............... caacggaaucccaaaagcagcuguA
............... caacggaaucccaaaCgcagcuguu

............... caacggaaucccaaaagcagcuguG
. .caacggaaucccaaaagcagcugAu. .

________________ aacggaaucUcaaaagcagcu

.aGcggaaucccaaaagcagcu. . -

................ aacggaaucccUaaagcagcu

................ Cacggaaucccaaaagcagcu
................ aacggaaucccaaaGgcagcu
________________ aacggaaucccGaaagcagcu

................ aacggaaucccaaaagcaCcu
________________ aacggaaucccaaaagcaAcu
.aacggaaucccaaaagcaAcu. . .

................ aacggaaucccaaaagcGgcu
________________ aacggaGucccaaaagcagcu
................ Uacggaaucccaaaagcagcu
................ aacggaaucccaaaagcagcC
________________ aacggaauAccaaaagcagcu

________________ aacggGaucccaaaagcagcu
.aacggaaucccaaaagcagcC. . .
.aacggaaucccaGaagcagcu. . -
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________________ aGcggaaucccaaaagcagcug
................ aacggaaucccaaaagcagcGg
.aacggaaucccaaaagcagAug. -

________________ aacggaaucccaGaagcagcug
................ aacggaaucccaaaGgcagcug
................ aacggGaucccaaaagcagcug
________________ aacggGaucccaaaagcagcug
................ aacggaaucccaaaagcaguug
................ aacggaGucccaaaagcagcug
________________ aacggaaucccaaaagcagcug
................ aacggaaucccGaaagcagcug
................ aacggaaucccUaaagcagcug
.aacggaaucccaaGagcagcug. -

................ aacggaaucUcaaaagcagcug
________________ aaUggaaucccaaaagcagcug
................ aacggaGucccaaaagcagcug

................ aacggaaucccaaaagcagcCg
................ aCcggaaucccaaaagcagcug
.aacggaCucccaaaagcagcug. -

................ aaGggaaucccaaaagcagcug
................ aacggaaucccUaaagcagcug
________________ aacggaaucccaaaagUagcug

................ aacggaaucccGaaagcagcug
________________ aacggaaucccaaaagcagcul
................ aacggaaucccaaaagcagcug
................ Gacggaaucccaaaagcagcug
________________ Gacggaaucccaaaagcagcug
.aacggaaucccaaaGgcagcug - -

................ aacggaaucccaaaagcagcCg
________________ aacggaaucccaaaagcagcug
................ aacggaaucUcaaaagcagcug
................ aacggaaucccaaaagcagcAg
________________ aacggaaucccUaaagcagcug
................ aGcggaaucccaaaagcagcug
................ aacggaaucccaaaagcaCcug
________________ aacggGaucccaaaagcagcug
.aacAgaaucccaaaagcagcug. -

.aacggaaucccaGaagcagcugu. .
.aacggaaucccaaaagcagcugC. .
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