
miRBase precursor : hsa-mir-1908
Total read count : 206
hsa-miR-1908-5p read count: 203
hsa-miR-1908-3p read count: 3
remaining reads : 0
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cgggaaugccgcggcggggacggcgauugguccguauguguggugccaccggccgccggcuccgccccggcccccgcccc -3'5'- exp

((((...((((.(((((((.(((((.(((((..((((.....)))).))))).))))).))))))).)))).)))).... reads mm sample

...........cggcggggacggcgauug................................................... 1 0 Z3_

...........cggcggggacggcgauugg.................................................. 2 0 Z3_

...........cggcggggacggcgauuggu................................................. 10 0 Z3_

...........cggcggggacggcgauuggC................................................. 3 1 Z3_

...........cggcggggacggcgauuggA................................................. 1 1 Z3_

...........cggcggggacggcgauugguc................................................ 1 0 Z3_

............ggcggggacggcgauuggu................................................. 3 0 Z3_

...........cggcggggacggcgauugg.................................................. 1 0 Z2_

...........cggcggggacggcgauuggu................................................. 7 0 Z2_

...........cggcggggacggcgauugg.................................................. 26 0 GDM

...........cggcggggacggcgauugA.................................................. 3 1 GDM

...........cggcggggacggcgauugg.................................................. 26 0 GDM

...........cggcggggacggcgauugA.................................................. 3 1 GDM

...........cggcggggacggcgauugg.................................................. 26 0 GDM

...........cggcggggacggcgauuggC................................................. 6 1 GDM

...........cggcggggacggcgauuggu................................................. 62 0 GDM

...........cggcggggacggcgGuuggu................................................. 1 1 GDM

...........cggcggggacggcgauuggC................................................. 6 1 GDM

...........cggcggggacCgcgauuggu................................................. 1 1 GDM

...........cggcggggacggcgauuggC................................................. 6 1 GDM

...........cggAggggacggcgauuggu................................................. 1 1 GDM

...........cggcggggacggcgaCuggu................................................. 3 1 GDM

...........cggcggggacggcgaCuggu................................................. 3 1 GDM

...........cggcggggacggcgauuggA................................................. 4 1 GDM

...........cggcggggacggcgauuggu................................................. 62 0 GDM

...........cggcggggacggcgauuggA................................................. 4 1 GDM

...........cggcggggacggcgauuggu................................................. 62 0 GDM

...........cggcggggacggcgauugguU................................................ 7 1 GDM

...........cggcggggacggcgauugguU................................................ 7 1 GDM

...........cggcggggacggcgauugguc................................................ 8 0 GDM

...........cggcggggacggcgauugguU................................................ 7 1 GDM

...........cggcggggacggcgauugguc................................................ 8 0 GDM



cgggaaugccgcggcggggacggcgauugguccguauguguggugccaccggccgccggcuccgccccggcccccgcccc

hsa-miR-1908-5p

hsa-miR-1908-3p

...........cggcggggacggcgauuggucA............................................... 1 1 GDM

...........cggcggggacggcgauuggucU............................................... 5 1 GDM

...........cggcggggacggcgauuggucU............................................... 5 1 GDM

...........cggcggggacggcgauuggucU............................................... 5 1 GDM

...........cggcggggacggcgauugA.................................................. 1 1 Z1_

...........cggcggggacggcgauugg.................................................. 10 0 Z1_

...........cggcggggacggcgauuggC................................................. 3 1 Z1_

...........cggcggggaUggcgauuggu................................................. 1 1 Z1_

...........cggcggggacggcgauuggA................................................. 1 1 Z1_

...........cggcggggacggcgauuggu................................................. 24 0 Z1_

...........cggcggggacggcgauugguU................................................ 1 1 Z1_

...........cggcggggacggcgauugguc................................................ 1 0 Z1_

...........cggcggggacggcgauugguA................................................ 1 1 Z1_

...........cggcggggacggcgauuggucU............................................... 3 1 Z1_

................................................ccggccgccggcuccgccccgU.......... 3 1 Z1_


