miRBase precursor : hsa-mir-186
Total read count : 48534
hsa-miR-186-5p read count : 48531
hsa-miR-186-3p read count : 3
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.............. caaagaaGucuccuuuuggg 3 1 GDM
.............. caaagaaAucuccuuuuggg 12 1 GDM
.............. caaUgaauucuccuuuuggg.- - - 21 1 GDM
.............. Gaaagaauucuccuuuuggg 3 1 GDM
.............. caaagGauucuccuuuuggg 85 1 GDM
.............. caaagaauucuccCuuuggg 201 1 GDM
.............. caaagaauucAccuuuuggg 14 1 GDM
.............. caaagaauucuccuuuuggg 19133 0 GDM
.............. Aaaagaauucuccuuuuggg 12 1 GDM
.............. caaagaauucuccuuAuggg 22 1 GDM
.............. caaagaauucuccuGuuggg 40 1 GDM
.............. caaagUauucuccuuuuggg.- . - 7 1 GDM
.............. caaagaauucucUuuuuggg 15 1 GDM
.............. caaagaauucuccuuuuggg 19133 0 GDM
.............. caaagaauucuccuuCuggg 67 1 GDM
.............. caaagaauGcuccuuuuggg 4 1 GDM
.............. caaagaauucuccuuAuggg 22 1 GDM
.............. Uaaagaauucuccuuuuggg 86 1 GDM
.............. caaagaauucuccuuuugAg 18 1 GDM
.............. caaagaauucAccuuuuggg 14 1 GDM
.............. caaGgaauucuccuuuuggg 88 1 GDM
.............. caaagaauucuAcuuuuggg. - - 5 1 GDM
.............. caaagaauucuccuuuCggg 64 1 GDM
.............. caaagaauucuccAuuuggg 19 1 GDM
.............. caaagaauucuccuuuugAg 18 1 GDM
.............. caaagaauCcuccuuuuggg 124 1 GDM
.............. caGagaauucuccuuuuggg 96 1 GDM
.............. caalUgaauucuccuuuuggg 21 1 GDM
.............. caaagaauCcuccuuuuggg 124 1 GDM
.............. caaGgaauucuccuuuuggg 88 1 GDM
.............. caaagaauCcuccuuuuggg. - . 124 1 GDM
.............. caaagaauucuccuuuugUg 12 1 GDM
.............. cGaagaauucuccuuuuggg 84 1 GDM
.............. caaagaauucuccuAuuggg 10 1 GDM
.............. caaagaauuluccuuuuggg 25 1 GDM
.............. calUagaauucuccuuuuggg 9 1 GDM
.............. caaagaauuAuccuuuuggg 15 1 GDM
.............. caaagaauucuccuCuuggg 71 1 GDM
.............. caaagaauucuccCuuuggg 201 1 GDM
.............. caaagaauucuccuuuuggy 188 1 GDM
.............. caaagaauucuccuuAuggg- . - 22 1 GDM
.............. caaagaaCucuccuuuuggg 106 1 GDM
.............. caaagaauucuccuCuuggg 71 1 GDM
.............. caaagaauucuccGuuuggg 18 1 GDM
.............. caaagaauucuccuuuugUg 12 1 GDM
.............. caaCgaauucuccuuuuggg 1 1 GDM
.............. caaagaauuAuccuuuuggg 15 1 GDM
.............. caaaCaauucuccuuuuggg 1 1 GDM
.............. caaagaauucuccGuuuggg 18 1 GDM
.............. caaagaauucucCuuuuggA. . . 872 1 GDM
.............. caaagaauucuccuuCuggg 67 1 GDM
.............. caaagaauucuccuAuuggg 10 1 GDM
.............. caaagaaCucuccuuuuggg 106 1 GDM
.............. caaagaauucCccuuuuggg 117 1 GDM
.............. caaagaauucuccuAuuggg 10 1 GDM
.............. caaagaauucuccuuuulgg 19 1 GDM
.............. caaagaCuucuccuuuuggg 2 1 GDM
.............. caaagaauucuccuuuuggy 188 1 GDM
.............. caaagaauucuccuuuGggg- . - 14 1 GDM
.............. caaagaauucuccuuuGggg.- . - 14 1 GDM
______________ 104 1 GDM
19 1 GDM

9 1 GDM

40 1 GDM

64 1 GDM

4 1 GDM

3 1 GDM

1 GDM

15 1 GDM
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7 1 GDM

1 GDM

25 1 GDM

88 1 GDM

15 1 GDM

135 1 GDM

.............. CaCagaauUUCUCCUUUUGQGY - « - - v -« e memm e msama e nsaeansensanansnnenannnnns 5 1 GDM
.............. CAaAAgAAUUCUACUUUUGOD - « -« e s e e e e e e e s e e e s s e s sassaaaaaaaaaaaaaaaaaaaeeeennnn 5 1 GDM
.............. Ca8agaaCUCUCCUUUUGUY - - = - - -« s @ m m e e e m e e e m e e e e e e mm e mme e mmee e 106 1 GDM
.............. caaagaauAcuccuuuuggg 40 1 GDM
.............. cGaagaauucuccuuuuggg 84 1 GDM
.............. caaagaauucucUuuuuggg.- . - 15 1 GDM
.............. CaaagaAUUCUCCCUUUGGY -« - - v e e me e mmammm s amameoneanacensannaneanenannnnns 201 1 GDM
.............. cUaagaauucuccuuuuggg 19 1 GDM
.............. caaagaauucCccuuuuggg 117 1 GDM
.............. caaagaauucuUcuuuuggg 16 1 GDM
.............. caaagaauucuccuuuCggg 64 1 GDM
.............. caaagaauucuccuuuuCgg 2 1 GDM
.............. Aaaagaauucuccuuuuggg 12 1 GDM
.............. Aaaagaauucuccuuuuggg 12 1 GDM
.............. caaagGauucuccuuuuggg 85 1 GDM
.............. caaagaauucucCuuuuAgg. - . 21 1 GDM
.............. caaagaauucuccuuuuCgg 2 1 GDM
.............. caaagaauucuccuGuuggg 40 1 GDM
.............. caaagaauucuccuuuulgg 19 1 GDM
.............. caaagaauucuccAuuuggg 19 1 GDM
.............. caalUgaauucuccuuuuggg 21 1 GDM
.............. caaagaauucucGuuuuggg 1 1 GDM
.............. caaagaauucuccuuuugUg 12 1 GDM
.............. caaagaauucuccuuGuggg 5 1 GDM
.............. caaagaauucCccuuuuggg. - . 117 1 GDM
.............. caaagGauucuccuuuuggg 85 1 GDM
.............. caaagaauucAccuuuuggg 14 1 GDM
.............. CaaagAGUUCUCCUUUUGGY - « - - v -« e memme e e mma e meanamsensannansnnennnnens 104 1 GDM
.............. caGagaauucuccuuuuggg 96 1 GDM
.............. cGaagaauucuccuuuuggg 84 1 GDM
.............. caaagaauucuccuuuAggg 15 1 GDM
.............. caGagaauucuccuuuuggg 96 1 GDM
.............. cUaagaauucuccuuuuggg 19 1 GDM
.............. caaagaauucuUcuuuuggg 16 1 GDM
.............. caUagaauucuccuuuuggg. . . 9 1 GDM
.............. caaagaauucuccuuuulgg 19 1 GDM
.............. caaagaauucuccuuCuggg 67 1 GDM
.............. caaagaauucuccGuuuggg 18 1 GDM
.............. €aaagaaUUCUCCUUUUGOC - - - - - ot e e e e e e i e e e e e e e ea e e 135 1 GDM
.............. CaaagaaUUCUUCUUUUGGY - « - - v - e e e e e mamme s ama e neanansnsannansnennnnnns 16 1 GDM
.............. CA8AJAAUUCUCCUUUUGUYY - - = = = -« = & = = e e e mm e e m e e e e e e e mm e maemmeaa e 19133 0 GDM
.............. Ca8agAAUACUCCUUUUGUOY - - = - - -« « @ m m e e e m e e e m e e e e e e mm e ma e e 40 1 GDM
.............. CaaagAGUUCUCCUUUUGGY - « - - v -« e e me o ma e e mmameeneaeamsenscannansnnennnnens 104 1 GDM
.............. caaagaauucuccuuGuggg- . - 5 1 GDM
.............. caaagaauucuccuuuGggg 14 1 GDM
.............. Uaaagaauucuccuuuuggg 86 1 GDM
.............. caaagaauUCUCCUUUUGOC . . i ittt i i ittt ittt i e eeeeesaaaaaaaaaaaaaaaaaaaann 135 1 GDM
.............. Ca8AaJAAUUCUCCUUGUGUY - - - - - -« « o c m e e e m e e e m e e e e e mmm e ma e 5 1 GDM
.............. CaaagAAAUCUCCUUUUGGY - « - - v -« e e memme e memma e eaeamsensannnsnnennnnens 12 1 GDM
.............. CaaagaaUUCUCCUUUUGOA - . - o o o et o et e et e e e e ee e e ea e meeaemmeaameeann 872 1 GDM
.............. caaagaauucuccuuuuAgg 21 1 GDM
.............. caaagaaAucuccuuuuggg 12 1 GDM
.............. caaagaauuAuccuuuuggg. . . 15 1 GDM
.............. caaagCauucuccuuuuggg- . - 2 1 GDM
25 1 GDM

22 1 GDM

1 1 GDM

1 1 GDM

6 1 GDM

4 1 GDM

1 1 GDM

1 1 GDM

4 1 GDM
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6 1 GDM
1 1 GDM
3 1 GDM
.............. €aalgaauUCUCCUUUUGQGYC . - - - v e e e e mmm e mma e s anamsensannanennenannnnns 1 1 GDM
.............. €caCagaaUUCUCCUUUUGOOC - « « « c e e e e e e e e e e e s e e s s s seaaaaaaaaaaaaaaaaaaaneeannnn 5 1 GDM
.............. Ca8agAaAUUCUCCAUUUGUOOC - - - - -« e c m e e e m e e e me e e me e mm e mm e e 1 1 GDM
.............. CaaagaGUUCUCCUUUUGGYC . - - - v e e e e mmm e mma e nsanameensasnanenneannnnns 2 1 GDM
.............. GaaagaaUUCUCCUUUUGOOC - « - - -« « @ c m e e e e e m e e e e e e e em e maemmeaa e meann 2 1 GDM
.............. Ca8agaAUUCUCCUCUUGUOOC - - - - -« e m m e e e e m e e e mem e e e e mm e mme e 5 1 GDM
.............. caaagaauucuccuuuugggG 19 1 GDM
.............. caaagaauucuccuuuCgggc 7 1 GDM
.............. caaagaauucuccuuuugggA. . 268 1 GDM
.............. caaagGauucuccuuuugggc 3 1 GDM
.............. caCagaauucuccuuuugggc 5 1 GDM
.............. Caaagaauucuccuuuugggc 852 0 GDM
.............. caaagaauucuccuuuCgggc 7 1 GDM
.............. caUagaauucuccuuuugggc 1 1 GDM
.............. Caaagaauucuccuuuugggc 852 0 GDM
.............. [er=FoteTo - E=TUIN 01Ul CTUIUTUIU o T o oy 1 1 GDM
.............. C€aaagaaUUCUCCUUUUGOOA. - - - o e o e et et e e e et e e e eea e meeaemmeaaamaann 268 1 GDM
.............. Caaagaauucuccuuuugggc 0 GDM
.............. caaagaauAcuccuuuugggc. . 1 GDM
.............. caaagaauucuccuuuugggu 1 GDM
.............. cGaagaauucuccuuuugggc 1 GDM
.............. caCagaauucuccuuuugggc 1 GDM
.............. caaagaaCucuccuuuugggc 1 GDM
.............. caaagaauucuccGuuugggc 1 GDM
.............. caaagaauCcuccuuuugggc 1 GDM
.............. caaagaauucuccuCuugggc 1 GDM
.............. caaGgaauucuccuuuugggc 1 GDM
.............. caaagaauucuccuuCugggc. . 1 GDM
.............. caaagGauucuccuuuugggc 1 GDM
.............. caGagaauucuccuuuugggc 1 GDM
.............. caaGgaauucuccuuuugggc 1 GDM
.............. caaagaauucuccuuCugggc 1 GDM
.............. caGagaauucuccuuuugggc 1 GDM
.............. caaagaauucuccuuCugggc 1 GDM
.............. caaagaauucuccuuuugggG 1 GDM
.............. caaagaauucCccuuuugggc 1 GDM
.............. caaagaauucuccuuuugAgc 1 GDM
.............. caaagaauucuccuuuuggAc. . 1 GDM
.............. caaagaauucuccuuuugAgc 1 GDM
.............. caaagaauucuccuCuugggc 1 GDM
.............. caaagaauucuccCuuugggc 1 GDM
.............. C€aaagaaUUCUCCUUUUGOOA . - - - - e e e e e e e e e e eea e mm e emae e 268 1 GDM
.............. CaaagaaUUCUCCUUUUGQGYG. - - v v it e it e e cneiecmaceceaeaeansanameenanannnnnn 19 1 GDM
.............. caaagaauuluccuuuugggc 2 1 GDM
.............. caaagaauucuAcuuuugggc 1 GDM
.............. cGaagaauucuccuuuugggc 5 1 GDM
.............. caaagaauucuccCuuugggc. - 22 1 GDM
148 1 GDM
4 1 GDM
3 1 GDM
3 1 GDM
7 1 GDM
3 1 GDM
3 1 GDM
148 1 GDM
1 1 GDM
1 1 GDM
13 1 GDM
6 1 GDM
3 1 GDM
3 1 GDM
3 1 GDM
87 1 GDM
6 1 GDM
11 1 GDM
3 1 GDM



hsa-miR-186-5p
hsa-miR-186-3p

ugcuuguaacuuuccaaagaauucuccuuuugggcuuucugguuuuauuuuaagcccaaaggugaauuuuuugggaaguuugageu

.............. caaGgaauucuccuuuugggcu
.............. caCagaauucuccuuuugggcu
.............. caaagaauCcuccuuuugggcu
.............. caaagaauucuccAuuugggcu
.............. caaagaauCcuccuuuugggcu
.............. caaagaauucuccuuuuggAcu
.............. caaagaauucuccuuuCgggecu

.............. caGagaauucuccuuuugggcu. .
.............. caaagaauuUuccuuuugggcu
.............. caaagUauucuccuuuugggcu
.............. caaagaGuucuccuuuugggcu
.............. caaagaauGcuccuuuugggcu

.............. cGaagaauucuccuuuugggcu
.............. Uaaagaauucuccuuuugggcu

.............. caaagaauucuccuuuuggguu
.............. caaGgaauucuccuuuugggcu. .
.............. caaagaauucuccuuuugggcu
.............. caaagaaCucuccuuuugggcu

.............. caaagaaCucuccuuuugggcu
.............. caaagaauucuAcuuuugggcu
.............. caaagaauucuccuuCugggcu
.............. caaagaauucuccuuuugggUu. .
.............. caaagaauucuccuuuugAgcu
.............. caaagaauucuccuuAugggcu
.............. caaagaauucuccuuAugggcu
.............. caaagGauucuccuuuugggcu
.............. caaagaaAucuccuuuugggcu
.............. caaagaauucuccuGuugggcu
.............. cGaagaauucuccuuuugggcu
.............. caaagaauucuccuuuuAggcu
.............. caaagaauucuccuuuugggcu
.............. caaaAaauucuccuuuugggcu. .
.............. caaagGauucuccuuuugggcu
.............. caaagaauucuccuuCugggcu
.............. caaaCaauucuccuuuugggcu
.............. caaagaauucuccuuuugggGu
.............. caUagaauucuccuuuugggcu
.............. caaGgaauucuccuuuugggcu
.............. cGaagaauucuccuuuugggcu
.............. caaagaauucuccuuuGgggcu
.............. caaagaauucucluuuugggcu. .
.............. caaagaauucCccuuuugggcu
.............. caaagaauucuccuuuugggcu
.............. caaagaauucuccuuuuAggcu
.............. caaagaauucAccuuuugggcu
.............. cUaagaauucuccuuuugggcu
.............. caaagaauAcuccuuuugggcu
.............. caGagaauucuccuuuugggcu
.............. caaagaauuAuccuuuugggcu
.............. caaagaauucuccuuuGgggcu. .
.............. caGagaauucuccuuuugggcu. .
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9
26
1
1
______________ caaagaauucuccuuuGggg
.............. caaagaauucuccuuuCggg 17
.............. caaagaCuucuccuuuuggg 2
______________ caaagaauucuccuuuugUg
.............. caaagGauucuccuuuuggg 22
.............. caaagaauucuccuuuuggg.- . - 6902
.............. caaGgaauucuccuuuuggg 35
.............. caaagaauGcuccuuuuggg 2
.............. caaagaauucuccCuuuggg 62
.............. caaagaauucuccuuCuggg 19
.............. caaaUaauucuccuuuuggg 2
.............. caaagaauuAuccuuuuggg
.............. clUaagaauucuccuuuuggg 6
.............. caaagUauucuccuuuuggg 4

.............. caaagaauucuccuuuuggy
.............. caaagaauucuccuuAuggg- - -
.............. caaagaauCcuccuuuuggg
.............. caaagaauucuccuuuuCgg
______________ caaagaauucuccuuuulgg
.............. caaagaauucuccuGuuggg
.............. caaagaauucucUuuuuggg
.............. caaagaauucuccuuuuAgg

.............. caaagaauucuccGuuuggg
.............. caaagaauuculcuuuuggg- - -
.............. caaagaauucuccuuuAggg
.............. Uaaagaauucuccuuuuggg
.............. caaagaauucuccuuuugAg
.............. cGaagaauucuccuuuuggg

______________ caaagaauucuccuCuuggg
.............. caaagaauuUuccuuuuggg
.............. caaagaauAcuccuuuuggg
______________ caaUgaauucuccuuuuggg
.............. caCagaauucuccuuuuggg- - -
.............. Gaaagaauucuccuuuuggg
______________ caaagaauucGccuuuuggg
.............. caaagaaGucuccuuuuggg
.............. caaagaauucuccuuGuggg
______________ caaagaauucuccuAuuggg
.............. caGagaauucuccuuuuggg
.............. caaagaauucAccuuuuggg
______________ caaagaaAucuccuuuuggg
.............. caaagaauucCccuuuuggg- - -
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hsa-miR-186-5p
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caCagaauucuccuuuugggcu
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caaagaauucuccuuuAgggcu
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hsa-miR-186-3p
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hsa-miR-186-3p
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caaagaauucCccuuuuggg- - -
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