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...................................... aacauucaCcgcugucgguga 1 GDM
...................................... aacauucCacgcugucgguga 1 GDM
.aacauucaacgUugucgguga. . . 5 1 GDM
...................................... aacauucaGcgcugucgguga 38 1 GDM
...................................... aGcauucaacgcugucgguga 59 1 GDM
...................................... aacauucGacgcugucgguga 39 1 GDM
...................................... aacauucaacgcugucggugG 93 1 GDM
...................................... aacauucaacgcugulgguga 11 1 GDM
...................................... AaCAUUCAACACUGUCYGUIA . - - - e e e e memmm e mmameensaeanscnsannansnnennnnnns 16 1 GDM
...................................... FEoTox=TUTUTox=F=ToTw [o1 U 01U T T T T 11 1 GDM
...................................... AACAUUCAACYCCYUCYGUOA - = - - -« e m m e e e m e e e m e e e e e e m e e e e 6 1 GDM
.aacauucaacgcugucggugG. . . 93 1 GDM
...................................... AacauuCaacCgCUGUCUQUOA. « .« v v ettt ettt ittt e e e e e e e saeaaaaaaaaaaaaaaaaaannn 1 GDM
...................................... AaCcaUUCAACUUGUCYGUOA - - - - -« e o c m e e m e e e m e e e e e e e e e 5 1 GDM
...................................... fzE=Toz= 101U o%=T:ToTe o8 {0 o e o U o o 28 1 GDM
...................................... EEoTox=T0T0Tox=F= 10 [od U Lo [T T T N 15 1 GDM
...................................... AaCAUUCAACYCUGUCYGAGA - - - - -« e m e e e e e e e e e e e e e e e e 5 1 GDM
...................................... AaCaUUCAACYCUGUCHGUIA . - - v - e e e e e mmm e mma e s anamecnsannanennennnnens 7827 0 GDM
...................................... aacauucaacUcugucgguga 2 1 GDM
...................................... aacauCcaacgcugucgguga 41 1 GDM
...................................... aacauucaacgcugucggugC 21 1 GDM
.Uacauucaacgcugucgguga. . - 14 1 GDM
...................................... aacauucaacUcugucgguga 2 1 GDM
...................................... aacauucaacCcugucgguga 2 1 GDM
...................................... aacauucaUcgcugucgguga 1 GDM
...................................... aacauucGacgcugucgguga 39 1 GDM
...................................... aacauucaacgcugulgguga 11 1 GDM
...................................... aacauucaacgcCgucgguga 27 1 GDM
...................................... aacaGucaacgcugucgguga 3 1 GDM
...................................... aacauAcaacgcugucgguga 17 1 GDM
.aacUuucaacgcugucgguga. . - 9 1 GDM
...................................... aacauucaalgcugucgguga 15 1 GDM
...................................... aacauucaacgcuguAgguga 1 GDM
...................................... aacauucUacgcugucgguga 5 1 GDM
...................................... aacauucaacgcuguAgguga 5 1 GDM
...................................... aacauucaacgcugucggugC 21 1 GDM
...................................... aacauucaacgAugucgguga 1 1 GDM
...................................... aacauucaacgcugucgguga 7827 0 GDM
...................................... aacauucaacgcuguclguga 5 1 GDM
.aacauucaacgcAgucgguga. . - 19 1 GDM

.aacauucaacgcuAucgguga. . - 6 1 GDM
...................................... aacauucaacgcugucggugu 156 1 GDM
10 1 GDM

41 1 GDM

2 1 GDM

1 GDM

93 1 GDM

6 1 GDM

28 1 GDM

18 1 GDM




hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuugaaaaaaccacugaccguugacuguaccuugggguccuua

...................................... aacauucaacUcugucggugag
...................................... aaAauucaacgcugucggugag
...................................... aacauucGacgcugucggugag
...................................... aacauucaacgcugucggugGg
.Uacauucaacgcugucggugag - -

...................................... aacaAucaacgcugucggugag
...................................... aacauucaacgcuguUggugag
...................................... aacauucaacgcugucAgugag

...................................... aacauucaGcgcugucggugag
...................................... AACAUUCAACYCUGUCYGUGAG - = « « - - = =« e+ mmm e e nm e e e e e m e e e e e ae e e aaenmn
...................................... Gacauucaacgcugucggugag

...................................... aacauuUaacgcugucggugag
...................................... aacauucCacgcugucggugag
.aacauucaacgcCgucggugag - -

...................................... aaUauucaacgcugucggugag
...................................... aacauucGacgcugucggugag
...................................... aacauucaacgcugCcggugag
...................................... aacGuucaacgcugucggugag
...................................... aacauCcaacgcugucggugag
...................................... aacauuAaacgcugucggugag
...................................... aacUuucaacgcugucggugag
...................................... aacauucaacgcugucAgugag
.aacauucaacCcugucggugag - -
.aacauCcaacgcugucggugag - -

180

24
34

15
3892

15
15

13
20
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
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GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM



hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuugaaaaaaccacugaccguugacuguaccuugggguccuua

...................................... aacauuCaacgCuguUCgguUOaC. ... vt it it it e iic e e c e eaeeeaeaaa e 14 1 GDM
...................................... AaCAUUCAACYCUGUAGGUOAD - - - -« = = = = c e e m e e e m e e e e e e e a e e eae e 2 1 GDM
...................................... AACAUUCAACACUGUCYGUOAD - - - -« = = - w e e e m e e e mm e e e e e mm e e a e e 9 1 GDM
...................................... 2aCaUUCAACYCUGUCHAUGAD - -« -« e o e e e e memme e cmamecnsanasnsananeaneannnnns 6 1 GDM
...................................... AUCauUCaaCYCUGUCOGUOAD - - - - « = = = =« o« @ m e e e m e e m e e e e a e e e e 2 1 GDM
...................................... AacauUCaaCUUGUCOGUOAD - - - -« =« - - w e e m mm e e m e e e e e e e e e e 8 1 GDM
...................................... 2acabuCaaCgCUGUCYQUOAG - -« -« e s v e e mammm s ama e nsceamscnsannansnnennnnns 2 1 GDM
...................................... FEoTox=T0[UTox=F=ToTw [o1U o 8o [ [0 F- T 13 1 GDM
...................................... AaCAUUCAACYCAGUCYGUOAD - - - - = = @ = - e e e mm e e m e e e e e e e e e e 7 1 GDM
...................................... 2acabuCaaCgCUGUCYQUOAG - -« -« e s v e e mammm s ama e nsceamscnsannansnnennnnns 2 1 GDM
...................................... aacauucaacgcugucggugug 10 1 GDM
...................................... aacauucaacgcugucggugug 10 1 GDM
...................................... Gacauucaacgcugucggugag 20 1 GDM
...................................... aacauucaacgcuAucggugag 8 1 GDM

. .aacauucaalgcugucggugag. - 13 1 GDM
...................................... aacauucaacgcugucgAugag 6 1 GDM
...................................... aacauucaacgcugucggugGg 34 1 GDM
...................................... aacauucGacgcugucggugag 24 1 GDM
...................................... aacauuUaacgcugucggugag 9 1 GDM

. .aacauucaacgcCgucggugag. - 28 1 GDM
...................................... aacauucaacgcuguUggugag 1 GDM
...................................... aacauucaacgcugucAgugag 9 1 GDM
...................................... aacauucaacgcugucggCgag 13 1 GDM
...................................... aacauucaacgcugCcggugag 14 1 GDM
...................................... aacauucaacgcugucCgugag 1 GDM
...................................... aacauucaacgcuAucggugag 8 1 GDM
...................................... aacauucaacgcCgucggugag 28 1 GDM
...................................... aacauucaacgcugucggugag 3892 0 GDM
...................................... aacauucaacgcugucggugaA 180 1 GDM
...................................... aacauucaacgcugucggugau 26 1 GDM

. .aacauucaalgcugucggugag. - 13 1 GDM
...................................... aacauucaacgcugucggugau 26 1 GDM
...................................... aacauucalUcgcugucggugag 2 1 GDM
...................................... aacauucaacUcugucggugag 2 1 GDM
...................................... aacUuucaacgcugucggugag 3 1 GDM

. .aacauAcaacgcugucggugag. - 4 1 GDM
...................................... aacauucaacgAugucggugag 2 1 GDM
...................................... aacaAucaacgcugucggugag 5 1 GDM
...................................... aacauucaacgcugucggugag 3892 0 GDM
...................................... aacauucaacgcuAucggugag 8 1 GDM
...................................... aacGuucaacgcugucggugag 18 1 GDM
...................................... aUcauucaacgcugucggugag 2 1 GDM
...................................... aacauucaacgcugucggGgag 2 1 GDM
...................................... Uacauucaacgcugucggugag 1 GDM
...................................... aacauucaacgcugucggugaC 14 1 GDM
...................................... aacauucaacguugucggugag 8 1 GDM

. .aacauCcaacgcugucggugag. - 18 1 GDM
...................................... aacauucaCcgcugucggugag 1 GDM
...................................... Cacauucaacgcugucggugag 2 1 GDM
...................................... Uacauucaacgcugucggugag 5 1 GDM
...................................... aGcauucaacgcugucggugag 20 1 GDM

. .aacauucaacgcugucgAugag. - 6 1 GDM
...................................... aacauucaacgcGgucggugag 1 GDM
...................................... aacauucaacgcugCcggugag 14 1 GDM
...................................... aacauuUaacgcugucggugag 9 1 GDM
...................................... aacauucaacgcugucggugau 26 1 GDM
...................................... aacauucaacgcAgucggugag 7 1 GDM
...................................... aGcauucaacgcugucggugag 20 1 GDM
...................................... aacaCucaacgcugucggugag 27 1 GDM
...................................... aacauucaacgcugucggugGg 34 1 GDM
...................................... aacauucaacgcugucggugaC 14 1 GDM
...................................... aacauAcaacgcugucggugag 4 1 GDM

. .aGcauucaacgcugucggugag. - 20 1 GDM
...................................... aacauucaacgcugucggCgag 13 1 GDM
...................................... Cacauucaacgcugucggugag 2 1 GDM
...................................... aacauucaacgcugucggugCg 26 1 GDM
...................................... aacaCucaacgcugucggugag 27 1 GDM

. .aacauucaacgcugucggugaA. . 180 1 GDM
...................................... aacaCucaacgcugucggugag 27 1 GDM




hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuugaaaaaaccacugaccguugacuguaccuugggguccuua

.aacauucaacgAugucggugag - -

...................................... aacauucaacgcugCcggugagu
...................................... AACAUUCUACYCUGUCYGUGAGU « « « - -« e e e m o m e e e e m e e e e e e e e e e e e
...................................... UacauucaacgCUGUCYGUOAGU - « .« « -« o« w e s e m e e e e m o e e e e e e e e e e e
...................................... 2acaCUCAACYCUGUCYGUGAGU - « « - -« e e x mmm e e nmmm e e e e m e e e e e e ae e aaenmn
...................................... 2acaUUCAAUGCUGUCYGUGAGU - « « - -« e e e m o e e e m e et e e e e e e e e e

...................................... aCcauucaacgcugucggugagu
...................................... aacauCcaacgcugucggugagu
.aacauucaacgcCgucggugagu. .

...................................... AACAUUCAACYCUGUUGGUGAGU - « « - - o e e e mc e e e e m e e e e e e e e e e
...................................... GacCaUUCAACYCUGUCYGUGAGU - « « - -« e x x mcm e e nmm e e e nm e e e e e e e e e aee e ma
...................................... AACAUUCAGCYCUGUCYGUGAGU -« « - -« e e e xmmm e e nmmm e e e e m e e e e e ee e maaeemn
...................................... aacauGcaacgcugucggugagu
...................................... aacauuAaacgcugucggugagu
...................................... aacauucaacgcugucggugauu
...................................... aacauucaCcgcugucggugagu

.aacauucaacgcugucggugugu. .

...................................... aacauucaacgcugucgCugagu
...................................... Gacauucaacgcugucggugagu
...................................... aacauucaacgcugCcggugagu
...................................... aacauuUaacgcugucggugagu
...................................... aacauucaacgcugucgAugagu

.aacauucaalgcugucggugagu. .

...................................... aacauucaacgcugAcggugagu
...................................... aacauAcaacgcugucggugagu
...................................... aacauucaacgcAgucggugagu
...................................... aacauucaacgcCgucggugagu
...................................... aacauucaGcgcugucggugagu
...................................... aacauucaacgcugucAgugagu
...................................... aacGuucaacgcugucggugagu
...................................... aacauucaacgcugucgUugagu
...................................... aacauucaacgcugucggugCgu
.aacauucaacgcugucggugGgu. .

...................................... aacauucaacgcCgucggugagu
...................................... aacauucaUcgcugucggugagu
...................................... aacauCcaacgcugucggugagu
...................................... aacauucaacgcugCcggugagu
...................................... aacauucaUcgcugucggugagu
...................................... aacauucaacUcugucggugagu
...................................... aacaAucaacgcugucggugagu
...................................... aacauucaacgcuguUggugagu
.aacGuucaacgcugucggugagu. .

...................................... aacauucaacgcugucggCgagu
...................................... aacauucaacgcugGcggugagu
...................................... aacauucaacAcugucggugagu
...................................... aacauucaacgcugucggugGgu
...................................... aacaAucaacgcugucggugagu
...................................... aacauucGacgcugucggugagu

...................................... aacauucaacgcuAucggugagu
.aacauucaacAcugucggugagu. .
.aaAauucaacgcugucggugagu. .

1506

25
10
1506

12
21

21

16

23
10
10
25
11
10

3073
16

12
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hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuugaaaaaaccacugaccguugacuguaccuugggguccuua

...................................... aacauucaacgcugucggCgagu 16 1 GDM
...................................... aacauCcaacgcugucggugagu 25 1 GDM
.aacauucaacgcugucggugacCu. . 1 1 GDM
...................................... aacauucaacgcugucggugagu 3073 0 GDM
...................................... aacauucaacgcugucggugCgu 2 1 GDM
...................................... aacauucaacgcugucgAugagu 6 1 GDM
...................................... aacauucaacAcugucggugagu 7 1 GDM
...................................... aaUauucaacgcugucggugagu 3 1 GDM
...................................... aacauucGacgcugucggugagu 18 1 GDM
...................................... aacauucalcgcugucggugagu 10 1 GDM
...................................... aacauucaacgUugucggugagu 1 GDM
.aacauucaacgcugucggugigu. . 9 1 GDM
...................................... aacauucaalgcugucggugagu 15 1 GDM
...................................... aacauucGacgcugucggugagu 18 1 GDM
...................................... aacauucaacgcugucggugagu 3073 0 GDM
...................................... aacauucaacgcugAcggugagu 2 1 GDM
...................................... aacauucaacgUugucggugagu 4 1 GDM
...................................... aacauucaacgcugucgAugagu 6 1 GDM
...................................... aacauucaacgcuAucggugagu 4 1 GDM
...................................... Uacauucaacgcugucggugagu 4 1 GDM
...................................... aacauucaacgcugucggCgagu 16 1 GDM
.aacauucaacgcugucggugagG. . 25 1 GDM
...................................... aacaCucaacgcugucggugagu 19 1 GDM
...................................... aaclUuucaacgcugucggugagu 1 GDM
...................................... aacauucaacgcugucAgugagu 6 1 GDM
...................................... aacauucaacgcugucggugGgu 23 1 GDM
...................................... aGcauucaacgcugucggugagu 24 1 GDM
...................................... 2acauUCaaCgCUGUCYQUOAAU . . -« e e e e mee e amamecnecnamsneananeanenannnnnn 4 1 GDM
...................................... aacauucaacgcugucggugaAu 4 1 GDM
...................................... aacauucaacgcugucAgugagu 6 1 GDM
.aGcauucaacgcugucggugagu . - .. 24 1 GDM

19 1 GDM

209 1 GDM

6 1 GDM

1 1 GDM

209 1 GDM

3 1 GDM

1 1 GDM

4 1 GDM

3 1 GDM

5 1 GDM

40 0 GDM

40 0 GDM

1 1 GDM

3 1 GDM

3 1 GDM

3 1 GDM

1 1 GDM

1 1 GDM

40 0 GDM

6 1 GDM

5 1 GDM

3 1 GDM

1 1 GDM

1 1 GDM

3 1 GDM

5 1 GDM

1 1 GDM

.aacauucaacgcugucggugaguuu . 23 0 GDM

.aacauucaacgcugucggugaguuC. 3 1 GDM

3 1 GDM

1 GDM

23 0 GDM

23 0 GDM

6 1 GDM

6 1 GDM

1 1 GDM

3 0 GDM

1 1 GDM




hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuugaaaaaaccacugaccguugacuguaccuugggguccuua
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accacugaccguugacuguG. . . .
accacugaccguCgacugua
accacugacUguugacugua
accGcugaccguugacugua
accacugaccguugacuCua
accacuAaccguugacugua
accacugaccgAugacugua
accacugaccguugacugCa
accacCgaccguugacugua
accacugaccguugGcugua
accacugaccguugacugua. - - .
accacugaccguugacuguV
accalugaccguugacugua
accacuAaccguugacugua
accGcugaccguugacugua
accacugacUguugacugua
accacugaccguugacCgua
accacugaccguugacugua

accacugaccgCugacugua. - .« .« o cuue.-- 2
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hsa-miR-181a-2-3p
hsa-miR-181a-5p

agaagggcuaucaggccagccuucagaggacuccaaggaacauucaacgcugucggugaguuugggauuug cacugaccguugacuguaccuugggguccuua

............................................................................ accacugaccguugacuguaccG. . ... ... ... 1 1 GDM
............................................................................ accacugaccguugacuguaccA. .. ........ 1 1 GDM



