
miRBase precursor : hsa-mir-152
Total read count : 591
hsa-miR-152-5p read count : 5
hsa-miR-152-3p read count : 586
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..............Uagguucugugauacacuccgac.................................................. 1 1 Z3_

.....................................................ucagugcaugacagaacuCgg............. 1 1 Z3_

.....................................................ucagugcaugacagaacuugC............. 1 1 Z3_

.....................................................ucagugcaugacagaacuugU............. 1 1 Z3_

.....................................................ucagugcaugacagaGcuugg............. 1 1 Z3_

.....................................................ucagugcaugacagGacuugg............. 3 1 Z3_

.....................................................ucagugcaugacagaacuugg............. 11 0 Z3_

.....................................................ucagAgcaugacagaacuugg............. 1 1 Z3_

.....................................................ucagugcaugacagaacuugA............. 1 1 Z3_

.....................................................ucagugcaugacagaacuuggC............ 1 1 Z3_

.....................................................ucagugcaugacagaacuuggA............ 6 1 Z3_

.....................................................ucagugcaugacagaacuuggU............ 6 1 Z3_

.....................................................ucagugcaugacagaacuuggg............ 9 0 Z3_

.....................................................ucagugcaugacagaacuuggUc........... 1 1 Z3_

.....................................................ucagugcaugacagaacuugggU........... 7 1 Z3_

.....................................................ucagugcaugacagaacuugggA........... 3 1 Z3_

.....................................................ucagugcaugacagaacuug.............. 1 0 Z1_

.....................................................ucagugcaugacagaacuugA............. 4 1 Z1_

.....................................................ucagugcaugacagaacAugg............. 1 1 Z1_

.....................................................ucagugcaugacagaacuugg............. 27 0 Z1_

.....................................................ucagugcaugacagaacuuggg............ 21 0 Z1_

.....................................................ucagugcaugacagaacuuggU............ 7 1 Z1_

.....................................................ucagugcaugGcagaacuuggg............ 1 1 Z1_

.....................................................ucagugcaugacagaacuuggC............ 2 1 Z1_

.....................................................ucagugcaugacagaacuuggA............ 5 1 Z1_

.....................................................ucagugcaugacagaacuugggA........... 8 1 Z1_

.....................................................ucagugcaugacagaacuugggU........... 16 1 Z1_

...............aAguucugugauacacuccgacu................................................. 4 1 GDM

....................................................Cucagugcaugacagaacuugg............. 1 1 GDM

.....................................................ucagugcaugacagaacu................ 5 0 GDM

.....................................................ucagugcaugacagaacu................ 5 0 GDM

.....................................................ucagugcauCacagaacuug.............. 1 1 GDM



ugucccccccggcccagguucugugauacacuccgacucgggcucuggagcagucagugcaugacagaacuugggcccggaaggacc

hsa-miR-152-3p

hsa-miR-152-5p

.....................................................ucagugcaugacaAaacuug.............. 1 1 GDM

.....................................................ucagugcaugacagaacuug.............. 5 0 GDM

.....................................................ucagugcaugacagaacuug.............. 5 0 GDM

.....................................................ucagugcaugacagaacuug.............. 5 0 GDM

.....................................................ucagugcaugacagaacuugg............. 103 0 GDM

.....................................................ucagCgcaugacagaacuugg............. 2 1 GDM

.....................................................ucagugAaugacagaacuugg............. 1 1 GDM

.....................................................ucagCgcaugacagaacuugg............. 2 1 GDM

.....................................................ucagAgcaugacagaacuugg............. 1 1 GDM

.....................................................ucagugcaugacagaacuugg............. 103 0 GDM

.....................................................ucagugcaugacagaacuugA............. 10 1 GDM

.....................................................ucagugcauCacagaacuugg............. 8 1 GDM

.....................................................ucagugcaugacagaacCugg............. 1 1 GDM

.....................................................ucagugcaugacagaacuugC............. 1 1 GDM

.....................................................Ccagugcaugacagaacuugg............. 1 1 GDM

.....................................................ucagugcaugacagaacuugg............. 103 0 GDM

.....................................................ucagugcaugacagaacuugA............. 10 1 GDM

.....................................................ucagugcaugacagaacuugU............. 1 1 GDM

.....................................................ucagugcaugacagaacuugA............. 10 1 GDM

.....................................................ucagugcaugacagaacuuggU............ 29 1 GDM

.....................................................ucagugcaugacagaacuuggA............ 39 1 GDM

.....................................................Ccagugcaugacagaacuuggg............ 1 1 GDM

.....................................................ucagugcaugacagaacuuggg............ 47 0 GDM

.....................................................ucagugcaugacagaacuuggg............ 47 0 GDM

.....................................................ucagugcaugacagaacuuggA............ 39 1 GDM

.....................................................ucagugcaugacagaacuuggA............ 39 1 GDM

.....................................................ucagugcaugacagaacuuggg............ 47 0 GDM

.....................................................ucagugcaugacagaacuuggU............ 29 1 GDM

.....................................................ucagugcaugacagaacuuggU............ 29 1 GDM

.....................................................ucagugcaugacagaacuuggC............ 1 1 GDM

.....................................................ucagugcaugGcagaacuuggg............ 2 1 GDM

.....................................................ucagugcaugacagaacuugggU........... 39 1 GDM

.....................................................ucagugcaugacagaacuugggA........... 14 1 GDM

.....................................................ucagugcaugacagaacuugggU........... 39 1 GDM

.....................................................ucagugcaugacagaacuugggU........... 39 1 GDM

.....................................................ucagugcaugacagaacuugggA........... 14 1 GDM

.....................................................ucagugcaugacagaacuugggG........... 1 1 GDM

.....................................................ucagugcaugacagaacuugggc........... 7 0 GDM

.....................................................ucagugcaugacagaacuugggc........... 7 0 GDM

.....................................................ucagugcaugacagaacuugggA........... 14 1 GDM

.....................................................ucagugcaugacagaacG................ 1 1 Z2_

.....................................................ucagugcaugacagaacu................ 2 0 Z2_

.....................................................ucagugcaugacagaacuu............... 2 0 Z2_

.....................................................ucagugcaugacagaacuug.............. 2 0 Z2_

.....................................................ucagugcaugacagaacuuA.............. 1 1 Z2_

.....................................................ucaguAcaugacagaacuugg............. 1 1 Z2_

.....................................................ucagugcaugacagaacuugg............. 25 0 Z2_

.....................................................ucagugcaugacagaacuugA............. 4 1 Z2_

.....................................................ucagugcaugacagaacuuggU............ 17 1 Z2_

.....................................................ucagugcaugacagaacuuggg............ 19 0 Z2_

.....................................................ucagugcaugacagaacuuggA............ 16 1 Z2_

.....................................................uGagugcaugacagaacuuggg............ 1 1 Z2_

.....................................................ucagugcaugacagaacuugggA........... 13 1 Z2_

.....................................................ucagugcaugacagaacuugggU........... 14 1 Z2_


