
miRBase precursor : hsa-mir-151b
Total read count : 285
hsa-miR-151b read count : 285
remaining reads : 0
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..........................................................cucgaggagcucacagucu................... 2 0 GDM

..........................................................cucgaggagcucacagucuag................. 10 0 GDM

..........................................................cucgaggagcucacagucuag................. 10 0 GDM

..........................................................cucgaggagcucacagucuag................. 10 0 GDM

..........................................................cucgaggagcucacagucuCg................. 1 1 GDM

..........................................................cucgaggagcucacagucuagC................ 1 1 GDM

...........................................................ucgaggagcucacagucu................... 15 0 GDM

...........................................................ucgaggagcucacGgucu................... 2 1 GDM

...........................................................ucgaggagcucacagucA................... 3 1 GDM

...........................................................ucgaggagcucacagucA................... 3 1 GDM

...........................................................ucgaggagcucacagucu................... 15 0 GDM

...........................................................ucgaggagcucacagucu................... 15 0 GDM

...........................................................ucgaggagcucacagucuU.................. 1 1 GDM

...........................................................ucgaggagcucacagucua.................. 2 0 GDM

...........................................................ucgaggagcucacagucua.................. 2 0 GDM

...........................................................Acgaggagcucacagucuag................. 2 1 GDM

...........................................................ucgaggagcCcacagucuag................. 2 1 GDM

...........................................................ucgaggagcucacagucuag................. 104 0 GDM

...........................................................ucgaggagcucacagCcuag................. 2 1 GDM

...........................................................ucgaggagcucacagucuaA................. 9 1 GDM

...........................................................ucgaggagcucacagucuaA................. 9 1 GDM

...........................................................Ccgaggagcucacagucuag................. 4 1 GDM

...........................................................Acgaggagcucacagucuag................. 2 1 GDM

...........................................................ucgaggagcucacagucuCg................. 3 1 GDM

...........................................................ucgaggagcucacagucGag................. 1 1 GDM

...........................................................ucgaggagcucacagucuaA................. 9 1 GDM

...........................................................ucgGggagcucacagucuag................. 1 1 GDM

...........................................................ucgaggagcucacagucuag................. 104 0 GDM

...........................................................ucgaggagcucacagucuag................. 104 0 GDM

...........................................................Ccgaggagcucacagucuag................. 4 1 GDM

...........................................................ucgaggagcucacagCcuag................. 2 1 GDM

...........................................................ucgaggagcucacGgucuag................. 1 1 GDM

...........................................................ucgaggagcucacagucuaga................ 4 0 GDM

...........................................................ucgaggagcucacGgucuaga................ 2 1 GDM

...........................................................ucgaggagcucacagucuagG................ 1 1 GDM



accucugaugugucagucucucuucagggcucccgagacacagaaacagacaccugcccucgaggagcucacagucuagacaaacaaacccagggu

hsa-miR-151b

...........................................................ucgaggagcucacagucuagC................ 25 1 GDM

...........................................................ucgaggagcucacagucuagC................ 25 1 GDM

...........................................................ucgaggagcucacagucuaga................ 4 0 GDM

...........................................................ucgaggagcucacagucuagC................ 25 1 GDM

...........................................................ucgaggagcucacagucu................... 2 0 Z1_

...........................................................ucgaggagcucacagucC................... 2 1 Z1_

...........................................................ucgGggagcucacagucuag................. 2 1 Z1_

...........................................................ucgaggagcucacagucuag................. 11 0 Z1_

...........................................................ucgaggagcucacagucuagC................ 12 1 Z1_

...........................................................ucgaggagcucaUagucuaga................ 1 1 Z1_

...........................................................ucgaggagcucacagucuaga................ 2 0 Z1_

..........................................................cucgaggagcucacagucuagC................ 1 1 Z2_

...........................................................ucgaggagcucacagucA................... 1 1 Z2_

...........................................................ucgaggagcucacagucu................... 3 0 Z2_

...........................................................ucgaggagcucacagucua.................. 2 0 Z2_

...........................................................ucgaggGgcucacagucuag................. 1 1 Z2_

...........................................................ucgagAagcucacagucuag................. 1 1 Z2_

...........................................................ucgaggagcucacagucuag................. 15 0 Z2_

...........................................................ucgaggagcucacagucuaA................. 2 1 Z2_

...........................................................ucgaggagcucacagucuagG................ 1 1 Z2_

...........................................................ucgaggagcucacagucuagC................ 4 1 Z2_

...........................................................ucgaggagcucacagucuaga................ 1 0 Z2_

..........................................................cucgaggagcucacagucuag................. 1 0 Z3_

...........................................................ucgaggagcucacagucu................... 2 0 Z3_

...........................................................ucgaggagcucacagucua.................. 1 0 Z3_

...........................................................ucgaggagcucacagucuaA................. 2 1 Z3_

...........................................................ucgaggagcucacagucuag................. 11 0 Z3_

...........................................................ucgaggagcucacagucuagC................ 5 1 Z3_

...........................................................ucgaggagcucacagucuaga................ 1 0 Z3_


