miRBase precursor : hsa-mir-142
Total read count : 23555
hsa-miR-142-5p read count : 20668
hsa-miR-142-3p read count : 2874
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. .cccauaaaguagaalgca. - . 1
1
31
2
1
12
1
1
1
2
5
3
86
_____________ cAcauaaaguagaaagcacu 1
............. cccauaaaguagGaagcacu 9
............. cccaCaaaguagaaagcacu 2
. .cccauaaaguagaGagcacu . 4
............. cGcauaaaguagaaagcacu 1
............. cccauGaaguagaaagcacu 7
............. cccauaaGguagaaagcacu 12
............. cccauaaaguagaaaUcacu 1
............. cUcauaaaguagaaagcacu 3
............. cccauaaaguagaaagcacG
............. Uccauaaaguagaaagcacu 10
............. cccauaaaguagaaagcacA 36
_____________ cccauaaaguagaaaAcacu 2
............. cccauaaaguagaaagcalu 4
. .cccauaGaguagaaagcacu . 2
_____________ cccGuaaaguagaaagcacu 4
............. cccCuaaaguagaaagcacu 5
............. cccauaaaguGgaaagcacu 7
_____________ cclUauaaaguagaaagcacu 1
. .cccauaaaguaAaaagcacu. 1
............. cccauaaagCagaaagcacu 4
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3
3
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_____________ cccauaaaguagaaaAcacu
............. cccauaaaguagaaaCcacu
............. cccUuaaaguagaaagcacu
............. cccauaaaguagaaGgcacu
............. cccGuaaaguagaaagcacu
............. cccauaaaguagaUagcacu
............. cccauaaagCagaaagcacu
............. cccauaaaguagaaagUacu
............. cccauaaaguagaaaglacu. .
............. cccauaaaguGgaaagcacu
............. ccAauaaaguagaaagcacu
............. cccauaaagualUaaagcacu
............. cccauaaaguagGaagcacu
............. cccauaaaguagaaugcacu
............. cccauaaaguagaUagcacu
_____________ Accauaaaguagaaagcacu
............. cccauaaaguagaaagCaCt. . oo i it it i i e aaaaiaaaaaaaeaeaaaaaaaaaaaan
............. ccUauaaaguagaaagcacu
............. cccauaaaguagaaCgcacu. .
............. cccaulaaguagaaagcacu
............. cccauaaaguagaCagcacu
_____________ cccauaaaguaAaaagcacu
............. cccauaaaguaUaaagcacu
............. cccauaaaguagaaagcUcu
............. cccauaaaguagaaagcGeu
............. cccauaaaguagaaaAcacu
............. cccauaaUguagaaagcacu
_____________ cccauaaaguagaaalcacu. .
............. cccauGaaguagaaagcacu
............. cGcauaaaguagaaagcacu
............. cccauaaagCagaaagcacu
............. cccauaaaguagaaagcaUlu
............. cccauaaaAuagaaagcacu
_____________ cccauaaaguagaaalcacu
............. cUcauaaaguagaaagcacu
............. Uccauaaaguagaaagcacu
_____________ cAcauaaaguagaaagcacu
............. cccauaaaAuagaaagcacu. .
............. cccaulaaguagaaagcacu
............. cccauaaagAagaaagcacu
............. cccauaaaguagaaagcacu
............. cccauaaUguagaaagcacu
............. cccauaaaguagUaagcacu
............. cccCuaaaguagaaagcacu
............. Gccauaaaguagaaagcacu
_____________ cccauaaaluagaaagcacu
............. cccaCaaaguagaaagcacu. .
............. cccauaaaCuagaaagcacu
............. cccauaaCguagaaagcacu
............. cccauaaaguaAaaagcacu
............. cccauaaaguagaaGgcacu
............. cccauaaaguagaaagcalu
............. cccauGaaguagaaagcacu
............. cccauaaGguagaaagcacu
............. cccauaaUguagaaagcacu
............. cccGuaaaguagaaagcacu . .
............. cccauaaaguagaaagcacA. .

51
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14
22
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11
11
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23
15
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gacagugcagucacccauaaaguagaaagcacuacuaacagcacuggaggguguaguguuuccuacuuuauggaugaguguacugug

10 1 GDM

60 1 GDM

55 1 GDM

............. cccauaaaguagaaagcalu 15 1 GDM
............. cccauaaaguagUaagcacu 10 1 GDM
............. cccauaaaguGgaaagcacu 22 1 GDM
............. cccauaaaguagaaagcacA 212 1 GDM
............. ccclUuaaaguagaaagcacu 7 1 GDM
............. cccauaaaguagaaagAacu 1 GDM
............. cccaualaguagaaagcacu 3 1 GDM
............. Uccauaaaguagaaagcacu 31 1 GDM
............. cccauaaaguUgaaagcacu. . 5 1 GDM
............. cccauaaaguagaaagcCcu 1 GDM
............. cclauaaaguagaaagcacu 12 1 GDM
............. cccaCaaaguagaaagcacu 18 1 GDM
............. cccauaaaguagGaagcacu 60 1 GDM
............. cccauaaaguagalUagcacu 11 1 GDM
............. cccauaaaguUgaaagcacu 5 1 GDM
............. cUcauaaaguagaaagcacu 15 1 GDM
............. Uccauaaaguagaaagcacu 31 1 GDM
............. ccAauaaaguagaaagcacu 4 1 GDM
............. cccauaaaguagaalgcacu. . 11 1 GDM
............. cccauaaaguagaaUgcacu 11 1 GDM
............. cccaAaaaguagaaagcacu 4 1 GDM
............. cccauaaaguagaaagcGeu 26 1 GDM
............. cccauaaaguagaaagcacu 8477 0 GDM
............. cccauGaaguagaaagcacu 33 1 GDM
............. cccCuaaaguagaaagcacu 19 1 GDM
............. cccauaaaguagaaGgcacu 56 1 GDM
............. Accauaaaguagaaagcacu 8 1 GDM
............. cccauaaGguagaaagcacu. . 65 1 GDM
............. cccCuaaaguagaaagcacu 19 1 GDM
............. cccauaGaguagaaagcacu 42 1 GDM
............. cccauaaaguaAaaagcacu 13 1 GDM
............. cccauaaaguagaaagcGeu 26 1 GDM
............. cccauaaaguagaaaAcacu 15 1 GDM
............. cccaulaaguagaaagcacu 7 1 GDM
............. cccaAaaaguagaaagcacu 4 1 GDM
............. cccauaCaguagaaagcacu 3 1 GDM
............. cccauaaaguagaaagcCcu 5 1 GDM
............. ccGauaaaguagaaagcacu . . 1 1 GDM
............. cccauaaagualUaaagcacu 5 1 GDM
............. cccauaaaguagaaagcaGu 1 1 GDM
............. cccauaaaguagaaagAacu 3 1 GDM
............. cccauaaaguagaGagcacu 45 1 GDM
............. cccauaaaguagaaagcacC 671 1 GDM
............. cccauaaaguagaaagcacG 55 1 GDM
............. cclUauaaaguagaaagcacu 12 1 GDM
............. cccauaaaguagaaagcaAu 1 1 GDM
............. cccauaaaguGgaaagcacu . . 22 1 GDM
2 1 GDM

1 GDM

9 1 GDM

42 1 GDM

23 1 GDM

2 1 GDM

15 1 GDM

565 0 GDM

1 1 GDM

2 1 GDM

5 1 GDM

3 1 GDM

1 1 GDM

5 1 GDM

8 1 GDM

2 1 GDM

1 1 GDM

2 1 GDM

1 1 GDM
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_____________ cccauaaaguagaaagcacualu
............. cccauaaaguagaaagcacuacC. .

............. cccauaaaguagaaagcacualu

1

1
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.Acauaaaguagaaagcacu. . .. 1
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............... cauaaGguagaaagcacu 5 1 GDM
............... cauaaaguagaaagcacu 595 0 GDM
. .cauaaaguagaaaglacu. . 1 GDM
............... cGuaaaguagaaagcacu 1 GDM
............... Uauaaaguagaaagcacu 1 GDM
............... cauaaaguagGaagcacu 2 1 GDM
............... cauaaaguagaaagcacC 57 1 GDM
............... cauaaaguagaaGgcacu 4 1 GDM
............... cauaaUguagaaagcacu 3 1 GDM
............... cauaaaguagaaGgcacu 1 GDM
............... cauaaaguagaGagcacu 2 1 GDM
. .CauaaaguagaaagcacA. . 18 1 GDM
............... cauaaaguagUaagcacu 2 1 GDM
............... caCaaaguagaaagcacu 5 1 GDM
............... caAaaaguagaaagcacu 1 1 GDM
............... cauGaaguagaaagcacu 3 1 GDM
............... cauaGaguagaaagcacu 4 1 GDM
............... cauaaaguagaaagcacA 18 1 GDM
............... cauaaaguagaaaCcacu 1 1 GDM
............... cauaGaguagaaagcacu 4 1 GDM
............... cauaaaguagaaagcalu 1 1 GDM
. .cauaaaguagUaagcacu. . 2 1 GDM
............... cauaaaguagaaagcGcu 3 1 GDM
............... Gauaaaguagaaagcacu 1 1 GDM
............... CauaaaguUagaaagCaCC. . . vt i h i e i e e eaeaeceaeeaeeeaaa e 57 1 GDM
............... CaUAAAGUAJACAYCACU - - -« « o o m e e o m e e e e e e e e e e e eeae e 2 1 GDM
............... CaUAAAGUAJABAYCACU - - -+« o - c e e e e e e e e e e e e ea e 595 0 GDM
............... CaUaaAgUAARBAGCACU . - -« -« e e e e e ma e e ama e 1 1 GDM
............... COUAAAGUAJABBAYCACU - - -« « o o m e e o m e e e e e e ke e e e e eeae e 5 1 GDM
............... [oF= TN LT To [ =T T = F= T o T O 57 1 GDM
. .cauaGaguagaaagcacu. . 1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

0 GDM

0 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

0 GDM

0 GDM

0 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

0 GDM

0 GDM

0 GDM

1 GDM

. .cauaaaguagaaagcacuacC. . 1 GDM

. .cauaaaguagaaagcacualu. . 1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM

1 GDM
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uguaguguuuccuacuuuaugga. - - - - caaaaa-- 269

uguaguguuuccuacCuvaugga. « - - -« v ac--n- 2
uguaguguuuccualuuuaugga
uguaguguuucUuacuuuaugga. - - -
uguaguguGuccuacuuuaugga. - . .
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2 1 GDM

3 1 GDM

56 1 GDM

................................................... uguaguguuuccuacuuuaAgga 2 1 GDM
................................................... uguaguguuAccuacuuuaugga. - - - - aaaaaa- 1 1 GDM
................................................... uguGguguuuccuacuuuaugga. « - - - v ac - .- 2 1 GDM
................................................... uguaguguuuccuacuuuauggG. - ..o vawna. 6 1 GDM
................................................... Cguaguguuuccuacuuuaugga. « « ««wwwuwunn. 1 1 GDM
................................................... uguaguguuuccuacuuuaugga. « - - - -« ac - .- 269 0 GDM
................................................... uguaguguuuccuacuuuaCgga. - .. vuewenn- 1 1 GDM
................................................... Aguaguguuuccuacuuuaugga 2 1 GDM
uguaguguuuccualuuuaugga. . - - 6 1 GDM

uguaguguuuccuacuuuauggC 1 1 GDM

uguaguguuuccuacAuuaugga. - - - - caaaaa-- 3 1 GDM

uguaguguuuccuacuuuauAga. « - - < v v acoon- 2 1 GDM

uguaguguuuccuGCuuuauUgga. « - - v v aemeu- 1 1 GDM

uguaguguuuccuacuuuaugga. - - - - caaaaa-- 269 0 GDM

uguagugCuuccuacuuuaugga. « - - -« «ac--.- 2 1 GDM
................................................... uguaguguuuccuCcuuuaugga. - -« - vuewenn- 1 1 GDM
................................................... uguaguguuuccuacuuuauggU. . .. ... ... ... 56 1 GDM
................................................... uguaguguuuccuacuuuauggG. . . - - .o o. 6 1 GDM
2 1 GDM

5 1 GDM

5 1 GDM

1 1 GDM

3 1 GDM

1 1 GDM

4 1 GDM

4 1 GDM

2 1 GDM

1 1 GDM

2 1 GDM

1 1 GDM

21 1 GDM

6 1 GDM

1 GDM

13 1 GDM

4 1 GDM

7 1 GDM

279 0 GDM

13 1 GDM

279 0 GDM

2 1 GDM

1 1 GDM

1 1 GDM

6 1 GDM

2 1 GDM

7 1 GDM

2 1 GDM

21 1 GDM

2 1 GDM

279 0 GDM

1 GDM

2 1 GDM

1 GDM

4 1 GDM

13 1 GDM

1 1 GDM

2 1 GDM

1 1 GDM

6 1 GDM

5 1 GDM

5 1 GDM

451 0 GDM

3 1 GDM

10 1 GDM

6 1 GDM

17 1 GDM

2 1 GDM
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3 1 GDM

1 GDM

1 1 GDM

guaguguuucUuacuuuaugga 17 1 GDM
guaguguuuccuacuuuauggU. ... ... 22 1 GDM
guCguguuuccuacuuuaugga. - - -« «c-cux-- 1 1 GDM
guaguguuuccualuuuaugga. - -« v e eeun-- 10 1 GDM
guaguguuucUuacuuuaugga. « « .. ewwwunn. 17 1 GDM
guaguguuuccuacuuCaugga. - - -« ec-cwn-- 1 1 GDM
guaguguuuccuacuuuauggU. . ... ..o ... .. 22 1 GDM
guaguguuuccuacuuuauggG. . .. ..o e e 4 1 GDM
guaguguuuccuacuuuauggu. . . . 22 1 GDM
guaguguCuccuacuuuaugga. - - «wueeeun-- 4 1 GDM
guaguguuuccualuuuaugga. « .. .owwwnnn. 10 1 GDM
guaguguuuccuacuuuaugga. - - -« e - - cwn-- 451 0 GDM
guaguguuuccCacuuuaugga. - - - wueewun-- 3 1 GDM
guagAguuuccuacuuuaugga. « .« c e e e e nnn 2 1 GDM
guagugCuuccuacuuuaugga. - - -« e - -wwx-- 6 1 GDM
guaguguuuccuacuuuauggG. . . . .a i nnna- 4 1 GDM
.................................................... Auaguguuuccuacuuuaugga. - - - - o e o aaa-- 1 1 GDM
.................................................... guagugAuuccuacuuuaugga. - - -« e v - cwn-- 1 1 GDM
1 1 GDM

4 1 GDM

6 1 GDM

1 1 GDM

1 1 GDM

5 1 GDM

451 0 GDM

5 1 GDM

1 GDM

0 GDM

116 0 GDM

1 GDM

7 1 GDM

1 GDM

7 1 GDM

116 0 GDM

1 GDM

1 GDM

2 1 GDM

116 0 GDM

1 1 GDM

1 1 GDM

2 1 GDM

1 1 GDM

9 1 GDM

9 1 GDM

47 0 GDM

2 1 GDM

1 1 GDM

47 0 GDM

1 GDM

2 1 GDM

47 0 GDM

2 1 GDM

0 GDM

15 0 GDM

1 GDM

3 1 GDM

15 0 GDM

15 0 GDM

2 1 GDM

1 1 GDM

1 1 GDM

1 0 GDM

1 1 GDM

3 0 GDM

3 0 GDM

2 1 GDM
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............. cccauaaaluagaaagcacu

............. cccaCaaaguagaaagcacu
............. cccauaaaguagaaagcGeu
_____________ ccAauaaaguagaaagcacu
............. cccauaCaguagaaagcacu
............. cccauaaaguUgaaagcacu
_____________ cccauaaaguagaaaAcacu
............. cccauaaaguagaaagcUcu
............. Gccauaaaguagaaagcacu
_____________ cccauaaagualUaaagcacu. .
............. cccauaaaguagaUagcacu
............. cccCuaaaguagaaagcacu
............. cccGuaaaguagaaagcacu
............. cccauaGaguagaaagcacu
............. cccauaaaguagaaagcacu
............. cccauaaaguagaGagcacu
............. cccauaaaguagaaagcalu
............. cccauaaaguagaaaUcacu

............. cccauaaaguagaaGgcacu
............. cccauaUaguagaaagcacu
............. cccauaaaguagaaCgcacu
............. cccauaaagCagaaagcacu
............. cccauCaaguagaaagcacu
............. cUcauaaaguagaaagcacu
............. cccauGaaguagaaagcacu
............. cccauaaaguagaaagAacu. .
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