
miRBase precursor : hsa-mir-134
Total read count : 116
hsa-miR-134-5p read count : 115
hsa-miR-134-3p read count : 1
remaining reads : 0
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cagggugugugacugguugaccagaggggcaugcacuguguucacccugugggccaccuagucaccaacccuc -3'5'- exp

.(((((..((((((((.((.(((.((((((((.....))))...)))).)))..)).))))))))..))))). reads mm sample

.......ugugacugguugaccagaggg............................................. 2 0 Z1_

.......ugugacAgguugaccagagggg............................................ 2 1 Z1_

.......ugugacugguugaccagagggC............................................ 1 1 Z1_

.......ugugacugguugaccagagggg............................................ 32 0 Z1_

.......Agugacugguugaccagagggg............................................ 1 1 Z1_

.......ugugacugguugaccagagggA............................................ 2 1 Z1_

.......ugugacugguugaccagagggU............................................ 4 1 Z1_

.......ugugacugguugaccagaggggU........................................... 5 1 Z1_

.......ugugacugguugaccagaggggG........................................... 2 1 Z1_

..............................................cugugggccaccuagucacU....... 1 1 Z1_

.......ugugacugguugaccagagggg............................................ 1 0 Z2_

.......ugugacugguugaccagaggggU........................................... 2 1 Z2_

.......ugugacugguugaccagagg.............................................. 3 0 GDM

.......ugCgacugguugaccagagg.............................................. 1 1 GDM

.......ugugacugguugaccagagA.............................................. 1 1 GDM

.......ugugacugguugaccagagg.............................................. 3 0 GDM

.......ugugacugguugaccagagggA............................................ 5 1 GDM

.......ugugacugguugaccagagggg............................................ 27 0 GDM

.......ugugacugguugaccagagggA............................................ 5 1 GDM

.......ugugacugguugaccagagggU............................................ 1 1 GDM

.......ugugacugguugaccagagggC............................................ 2 1 GDM

.......ugugacugguugaccagagggC............................................ 2 1 GDM

.......ugCgacugguugaccagagggg............................................ 1 1 GDM

.......ugugacugguugGccagagggg............................................ 1 1 GDM

.......ugugacugguugaccagagggg............................................ 27 0 GDM

.......ugugacugguugaccagagggg............................................ 27 0 GDM

.......ugugacugguugaccagagggAc........................................... 1 1 GDM

.......ugugacugguugaccagaggggA........................................... 6 1 GDM

.......ugugacugguugaccagaggggc........................................... 1 0 GDM

.......ugugacugguugaccagaggggA........................................... 6 1 GDM

.......ugugacugguugaccagaggggU........................................... 4 1 GDM

.......ugugacugguugaccagagg.............................................. 1 0 Z3_



cagggugugugacugguugaccagaggggcaugcacuguguucacccugugggccaccuagucaccaacccuc

hsa-miR-134-3p

hsa-miR-134-5p

.......ugugacugguugaccagagggg............................................ 5 0 Z3_

.......Ggugacugguugaccagagggg............................................ 1 1 Z3_


