
miRBase precursor : hsa-mir-133b
Total read count : 74
hsa-miR-133b read count : 74
remaining reads : 0
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hsa-miR-133b

ccucagaagaaagaugcccccugcucuggcuggucaaacggaaccaaguccgucuuccugagagguuugguccccuucaaccagcuacagcagggcuggcaaugcccaguccuuggaga -3'5'- exp

..............(((((((((((.((((((((..((.((.((((((.((.((((...)))))))))))).)).))..)))))))).)))))))..))))....(((.....)))... reads mm sample

..................................................................uugguccccuucaaccagcu................................. 1 0 Z1_

..................................................................uugguccccuucaaccagcua................................ 1 0 Z1_

..................................................................uugguccccuucaaccagcuGc............................... 7 1 Z1_

..................................................................uugguccccuucaaccagcu................................. 6 0 Z2_

..................................................................uugguccccuucaaccagcC................................. 1 1 Z2_

..................................................................uugguccccuucaaccagcuGc............................... 5 1 Z2_

...................................................................ugguccccuucaaccagcuGc............................... 1 1 Z2_

.................................................................uuugguccccuucaaccagc.................................. 1 0 GDM

..................................................................uugguccccuucaaccagcu................................. 1 0 GDM

..................................................................uugguccccuucaaccagcua................................ 3 0 GDM

..................................................................uugguccccuucaaccagcua................................ 3 0 GDM

..................................................................uugguccccuucaaccagcuac............................... 3 0 GDM

..................................................................uugguccccuucaaccagcuGc............................... 28 1 GDM

..................................................................uugguccccuucaaccagcuGc............................... 28 1 GDM

..................................................................uugguccccuucaaccagcuaU............................... 11 1 GDM

..................................................................uugguccccuucaaccagcuGc............................... 28 1 GDM

..................................................................uugguccccuucaaccagcuac............................... 3 0 GDM

..................................................................uugguccccuucaaccagcuaU............................... 11 1 GDM

..................................................................uugguccccuucaaccagcuGc............................... 5 1 Z3_


