
miRBase precursor : hsa-mir-1299
Total read count : 470
hsa-miR-1299 read count : 470
remaining reads : 0
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ccucauggcaguguucuggaauccuacgugagggacaaucauucagacccacguagcaguguucuggaauucugugugaggga -3'5'- exp

(((((..((((.((((((((((.(((((((.((..............)))))))))....)))))))))).)))).))))).. reads mm sample

.............................................................uucuggaauucuguguga.... 1 0 GDM

.............................................................uucuggaauucugCgugag... 2 1 GDM

.............................................................uucuggaauucugugugag... 4 0 GDM

.............................................................uucuggaauucugugugagg.. 39 0 GDM

.............................................................uucCggaauucugugugagg.. 1 1 GDM

.............................................................uucuggaauucugugugagg.. 39 0 GDM

.............................................................uucuggaauucugugugagg.. 39 0 GDM

.............................................................uucuggaauucugugugaggA. 61 1 GDM

.............................................................uucuggaauucugugugaggg. 15 0 GDM

.............................................................uucuggaauucugugugaggg. 15 0 GDM

.............................................................uucuggaauucugugugaggA. 61 1 GDM

.............................................................uucuggaauucugugugaggg. 15 0 GDM

.............................................................uucuggaauucugugugaggA. 61 1 GDM

.............................................................uCcuggaauucugugugaggg. 1 1 GDM

.............................................................uucuggaauucugugugaggU. 1 1 GDM

.............................................................uucuggaauucugugugagggU 11 1 GDM

.............................................................uucuggaaCucugugugaggga 1 1 GDM

.............................................................uucuggUauucugugugaggga 5 1 GDM

.............................................................uucuggaauCcugugugaggga 1 1 GDM

.............................................................uucuggaauucugugugaggAa 2 1 GDM

.............................................................uucGggaauucugugugaggga 1 1 GDM

.............................................................uucuggaauucugugugaggga 223 0 GDM

.............................................................uucuggaGuucugugugaggga 1 1 GDM

.............................................................uucuggaauucugugugagggG 2 1 GDM

.............................................................uucuggUauucugugugaggga 5 1 GDM

.............................................................uucuggaauucugugugaggga 223 0 GDM

.............................................................uucuggaauucugugugGggga 2 1 GDM

.............................................................uuUuggaauucugugugaggga 1 1 GDM

.............................................................uucuggaauuUugugugaggga 2 1 GDM

.............................................................uucuggaauucugugCgaggga 1 1 GDM

.............................................................uucCggaauucugugugaggga 5 1 GDM

.............................................................uucuggaauucGgugugaggga 1 1 GDM

.............................................................uucuggaauucugugugaggga 223 0 GDM

.............................................................uucuggaauucugugugaggga 27 0 Z2_



ccucauggcaguguucuggaauccuacgugagggacaaucauucagacccacguagcaguguucuggaauucugugugaggga

hsa-miR-1299

.............................................................uucuggaauucugugugagg.. 3 0 Z1_

.............................................................uucuggaauucugugugaggga 17 0 Z1_

.............................................................uucuggGauucugugugaggga 1 1 Z1_

.............................................................uucuggaauucugugugagg.. 2 0 Z3_

.............................................................uucuggaauucugugugaggA. 3 1 Z3_

.............................................................uucuggaauucugugugaggg. 2 0 Z3_

.............................................................Cucuggaauucugugugaggga 1 1 Z3_

.............................................................uucuggaauucugugugaggga 28 0 Z3_

.............................................................uucuggaauucugugugagggG 1 1 Z3_

.............................................................uucuggGauucugugugaggga 1 1 Z3_


