
miRBase precursor : hsa-mir-1292
Total read count : 325
hsa-miR-1292-5p read count: 312
hsa-miR-1292-3p read count: 13
remaining reads : 0
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..ugggaacggguuccggcaga............................................ 3 0 Z3_

..ugggaacggguuccggcagac........................................... 2 0 Z3_

..ugggaacggguuccggcagUcg.......................................... 1 1 Z3_

..Cgggaacggguuccggcagacg.......................................... 1 1 Z3_

..ugggaacggguuccggcagacg.......................................... 14 0 Z3_

..ugggaacggguuccggcagacC.......................................... 2 1 Z3_

..ugggaacggguuccggcagacA.......................................... 1 1 Z3_

..ugggaacggguuccggcagacgcu........................................ 1 0 Z3_

..ugggaacggguuccggcagacgcugU...................................... 3 1 Z3_

..ugggaacggguuccggcagacgcuga...................................... 2 0 Z3_

..ugggaacggguuccggcagacgcugaU..................................... 1 1 Z3_

...gggaacggguuccggcagacgcug....................................... 2 0 Z3_

......aacggguuccggcagacgcug....................................... 4 0 Z3_

..ugggaacggguuccggcagaU........................................... 1 1 Z2_

..ugggaacggguuccggcagacg.......................................... 20 0 Z2_

..ugggaacggguuccggcagacgcG........................................ 2 1 Z2_

..ugggaacggguuccggcagacgcu........................................ 7 0 Z2_

..ugggaGcggguuccggcagacgcug....................................... 1 1 Z2_

..ugggaacggguuccggcagacgcug....................................... 6 0 Z2_

..Cgggaacggguuccggcagacgcug....................................... 1 1 Z2_

..ugggaacggguuccggcagacgcugU...................................... 11 1 Z2_

..ugggaacggguuccggcagacgcugC...................................... 1 1 Z2_

..ugggaacggguuccggcagacgcuga...................................... 4 0 Z2_

....ggaacggguuccggcagacgcug....................................... 3 0 Z2_

.....gaacggguuccggcagacgc......................................... 6 0 Z2_

.....gaacggguuccggcagacgcugC...................................... 3 1 Z2_

.....gaacggguuccggcagacgcugU...................................... 1 1 Z2_

......aacggguuccggcagacgcuA....................................... 1 1 Z2_

......aacggguuccggcagacgcug....................................... 1 0 Z2_

......aacggguuccggcagacgcugag..................................... 3 0 Z2_

......aacggguuccggcagacgcugagA.................................... 1 1 Z2_

............................................gcgccccggcucccguuccagU 3 1 Z2_

..ugggaacggguuccggcaga............................................ 7 0 GDM



ccugggaacggguuccggcagacgcugagguugcguugacgcucgcgccccggcucccguuccagg

hsa-miR-1292-5p

hsa-miR-1292-3p

..ugggaacggguuccggcaga............................................ 7 0 GDM

..ugggaacggguuccggcaga............................................ 7 0 GDM

..ugggaacggguuccggcagaU........................................... 2 1 GDM

..ugAgaacggguuccggcagac........................................... 1 1 GDM

..ugggaacggguuccggcagac........................................... 5 0 GDM

..ugggaacggguuccggcagac........................................... 5 0 GDM

..ugggaacggguuccggcagacg.......................................... 51 0 GDM

..ugAgaacggguuccggcagacg.......................................... 1 1 GDM

..ugggaacggguuccggcagacg.......................................... 51 0 GDM

..ugggaGcggguuccggcagacg.......................................... 1 1 GDM

..ugggaacggguuccggcagacA.......................................... 1 1 GDM

..ugggaacggguuccggcagacg.......................................... 51 0 GDM

..ugggGacggguuccggcagacg.......................................... 1 1 GDM

..ugggaacggguuccggcagacgc......................................... 2 0 GDM

..ugggaacggguuccggcagacgU......................................... 1 1 GDM

..ugggaacggguuccggcagGcgc......................................... 1 1 GDM

..ugggaacggguuccggcagacgcA........................................ 2 1 GDM

..uAggaacggguuccggcagacgcu........................................ 1 1 GDM

..ugggaacggguuccggcagacgcu........................................ 2 0 GDM

..ugggaacggguuccggcagacgcC........................................ 1 1 GDM

..ugggaacggguuccggcagacgcu........................................ 2 0 GDM

..ugggaacggguuccggcagUcgcug....................................... 1 1 GDM

..ugggaacggguuccggcagacgcug....................................... 2 0 GDM

..ugggaacggguuccggcagacgcuga...................................... 4 0 GDM

..ugggaacggguuccggcagacgcugU...................................... 5 1 GDM

...gggaacggguuccggcagac........................................... 1 0 GDM

...gggaacggguuccggcagacg.......................................... 2 0 GDM

...Uggaacggguuccggcagacgc......................................... 1 1 GDM

.....gaacggguuccggcagacg.......................................... 2 0 GDM

.....gaacggguuccggcagacgcu........................................ 1 0 GDM

.....gaacggguuccggcagacgcug....................................... 3 0 GDM

......aacggguuccggcagacgcu........................................ 1 0 GDM

......aacggguuccggcagacgcug....................................... 9 0 GDM

......aacggguuccggcagacgcug....................................... 9 0 GDM

......aacggguuccggcagacgcug....................................... 9 0 GDM

......aacggguuccggcagacAcug....................................... 1 1 GDM

......aacggguuccggcagacgcuga...................................... 4 0 GDM

......aacggguuccggcagacgcuga...................................... 4 0 GDM

......aacggguuccggcagacgcugagA.................................... 1 1 GDM

...........................................cgcgccccggcucccguuccagU 6 1 GDM

............................................gcgccccggcucccguuccagU 4 1 GDM

..ugggaacggguuccggcaga............................................ 2 0 Z1_

..ugggaacggguuccggcagac........................................... 3 0 Z1_

..ugggaacggguuccggcagacA.......................................... 7 1 Z1_

..ugAgaacggguuccggcagacg.......................................... 1 1 Z1_

..ugggaacggguuccggcagacg.......................................... 19 0 Z1_

..ugggaacggguuccggcagacgU......................................... 1 1 Z1_

..ugggaacggguuccggUagacgcu........................................ 1 1 Z1_

..ugggaacggguuccggcagacgcu........................................ 5 0 Z1_

..ugggaacggguuccggcagacgcuA....................................... 2 1 Z1_

..ugggaacggguuccggcagacgcug....................................... 7 0 Z1_

..ugggaacggguuccggcagacgcugU...................................... 1 1 Z1_

..ugAgaacggguuccggcagacgcuga...................................... 1 1 Z1_

..ugggaacggguuccggcagacgcugC...................................... 1 1 Z1_

..ugggaacggguuccggcagacgcuga...................................... 4 0 Z1_

...gggaacggguuccggcagacg.......................................... 1 0 Z1_

....ggaacggguuccggcagacgcug....................................... 2 0 Z1_

.....gaacggguuccgAcagacgc......................................... 2 1 Z1_

.....gaacggguuccggcagacgcug....................................... 6 0 Z1_

.....gaacggguCccggcagacgcuga...................................... 1 1 Z1_

.....gaacAgguuccggcagacgcuga...................................... 2 1 Z1_

.....gaacggguuccggcagacgcuga...................................... 5 0 Z1_

.....gaacggguuccggcagacgcugagA.................................... 1 1 Z1_

......aacggguuccggcagacgcC........................................ 1 1 Z1_

......aacggguuccggcagacgcuA....................................... 1 1 Z1_

......aacggguuccggcagacgcug....................................... 1 0 Z1_

......aacggguuccggcagacgcugagA.................................... 3 1 Z1_

......aacggguuccggcagacgcugagUu................................... 3 1 Z1_
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