
miRBase precursor : hsa-mir-1289-2
Total read count : 51
hsa-miR-1289 read count : 51
remaining reads : 0
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ccacgguccuaguuaaaaaggcacauuccuagacccugccucagaacuacugaacagagucacuggguguggaguccaggaaucugcauuuuuaccccuaucgcccccgcc -3'5'- exp

....(((..(((.((((((.(((.((((((.(((.(((((((((.(((.((....)))))..))))).)))).))).)))))).))).))))))...)))..)))...... reads mm sample

.....................................................................uggaguccaggaaucugcau...................... 1 0 GDM

.....................................................................uggaguccaggaaucugcauu..................... 8 0 GDM

.....................................................................uggaguccaggaaucugcauu..................... 8 0 GDM

.....................................................................uggaguccaggaaucugcauuu.................... 8 0 GDM

.....................................................................uggaguccaggaaucugcauuu.................... 8 0 GDM

.....................................................................uggaguccaggaaucugcauuA.................... 1 1 GDM

.....................................................................uggaguccaggaaucugcauuC.................... 1 1 GDM

.....................................................................uggaguccaggaaucugcauuuC................... 2 1 GDM

.....................................................................uggaguccaggaaucugcauuuu................... 3 0 GDM

.....................................................................uggaguccGggaaucugcauu..................... 1 1 Z1_

.....................................................................uggaguccaggaaucugcauu..................... 5 0 Z1_

.....................................................................uggaguccaggaaucugcauuu.................... 2 0 Z1_

.....................................................................uggaguccaggaaucugcauuC.................... 1 1 Z1_

.....................................................................uggaguccaggGaucugcauuu.................... 1 1 Z1_

.....................................................................uggCguccaggaaucugcauu..................... 1 1 Z2_

.....................................................................uggaguccaggaaucugcauu..................... 8 0 Z2_

.....................................................................uggaguccaggaaucugcauuuu................... 3 0 Z2_

.....................................................................uggaguccaggaaucugcauu..................... 3 0 Z3_

.....................................................................uggaguccaggaaucugcauCu.................... 1 1 Z3_

.....................................................................uggaguccaggaaucugcauuuu................... 1 0 Z3_


