
miRBase precursor : hsa-mir-1287
Total read count : 121
hsa-miR-1287-5p read count: 120
hsa-miR-1287-3p read count: 1
remaining reads : 0
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...............ugcuggaucagugguucga........................................................ 1 0 Z3_

...............ugcuggaucagugguucgagC...................................................... 1 1 Z3_

...............ugcuggaucagugguucgagu...................................................... 3 0 Z3_

...............ugcuggaucagugguucgaguc..................................................... 1 0 Z3_

...............ugcuggaucagugguucgagucu.................................................... 1 0 Z3_

...............ugcuggaucagugguucg......................................................... 2 0 Z2_

...............ugcuggaucagugguucgag....................................................... 2 0 Z2_

...............ugcuggaucagugguucgagu...................................................... 3 0 Z2_

...............ugcuggaucagugguucga........................................................ 5 0 GDM

...............ugcuggaucagugguucgag....................................................... 10 0 GDM

...............ugcuggaucagugguucgag....................................................... 10 0 GDM

...............ugcuggaucagugguucgagA...................................................... 3 1 GDM

...............ugcuggaucagugguucgagu...................................................... 6 0 GDM

...............ugcuggaucagugguucgagu...................................................... 6 0 GDM

...............ugcuggaucagugguucgaguc..................................................... 1 0 GDM

...............ugcuggaucagugguucgagucu.................................................... 3 0 GDM

.......................................................ucuagccacagaugcagugauC............. 1 1 GDM

...............ugcuggaucagugguucg......................................................... 5 0 Z1_

...............ugcuggaucagugguucA......................................................... 2 1 Z1_

...............ugcuggaucagugguucga........................................................ 4 0 Z1_

...............Agcuggaucagugguucgag....................................................... 1 1 Z1_

...............ugcuggGucagugguucgag....................................................... 1 1 Z1_

...............ugcuggaucagugguucgaA....................................................... 1 1 Z1_

...............ugcuggaucagugguucgag....................................................... 18 0 Z1_

...............ugcuggaucagugguucgagA...................................................... 1 1 Z1_

...............ugcuggaucagugguucgagC...................................................... 1 1 Z1_

...............ugcCggaucagugguucgagu...................................................... 1 1 Z1_

...............ugcuggaucagugguucgagu...................................................... 14 0 Z1_

...............ugcuggaucagugguucgaguU..................................................... 4 1 Z1_

...............ugcuggaucagugguucgaguc..................................................... 8 0 Z1_

...............uUcuggaucagugguucgaguc..................................................... 1 1 Z1_



guugugcuguccaggugcuggaucagugguucgagucugagccuuuaaaagccacucuagccacagaugcagugauuggagccaugacaa

hsa-miR-1287-3p
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...............ugcuggaucagugguucgagucu.................................................... 5 0 Z1_

...............ugcuggaucagugguucgagucA.................................................... 7 1 Z1_

...............ugcuggaucGgugguucgagucu.................................................... 2 1 Z1_

...............ugcuggaucagugguucgagucAga.................................................. 1 1 Z1_

................gcuggaucagugguucgaguc..................................................... 1 0 Z1_


