
miRBase precursor : hsa-mir-1278
Total read count : 329
hsa-miR-1278 read count : 329
remaining reads : 0
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(((((((((((((((((((((((((((((.(((..(((.....)))))).))))))))))))))))))))))))))))).. reads mm sample

.................................................Caguacugugcauaucauc............. 1 1 Z1_

.................................................uaguacugugcauaucauU............. 1 1 Z1_

.................................................uaguacugugcauaucauc............. 5 0 Z1_

.................................................uaguacugugcauaucaucu............ 35 0 Z1_

.................................................uaguacugugcauaucaucC............ 5 1 Z1_

.................................................uaguGcugugcauaucaucu............ 1 1 Z1_

.................................................uaguacugugcauaucaucA............ 1 1 Z1_

.................................................uaguacugugcauaucaCcuau.......... 1 1 Z1_

.................................................uaguacugugcauaucaucuau.......... 23 0 Z1_

.................................................uaguacugugcauaucaucuaA.......... 1 1 Z1_

.................................................uaguGcugugcauaucaucuau.......... 1 1 Z1_

.................................................uaguacugugcauaucaucuauA......... 5 1 Z1_

................................................guaguacugCgcauaucaucu............ 1 1 Z2_

.................................................uaguacugugcauaucauc............. 6 0 Z2_

.................................................uaguacugugcauaucaucu............ 25 0 Z2_

.................................................uaguacugCgcauaucaucu............ 1 1 Z2_

.................................................uGguacugugcauaucaucu............ 1 1 Z2_

.................................................uaguacugugcauaucaucuaC.......... 1 1 Z2_

.................................................uaguacugugcauaucaucuau.......... 7 0 Z2_

.................................................uaguacugugcauaucauc............. 24 0 GDM

.................................................uaguacugugcauaucauc............. 24 0 GDM

.................................................uaguacugugcauaucauc............. 24 0 GDM

.................................................uaguacugugcauaucaucC............ 12 1 GDM

.................................................uaguacugugcauaucaucu............ 100 0 GDM

.................................................uaguacugugcauaucaucu............ 100 0 GDM

.................................................uagGacugugcauaucaucu............ 1 1 GDM

.................................................uaguacugugcauaucaCcu............ 3 1 GDM

.................................................uaguacugugcauaucaucG............ 2 1 GDM

.................................................uaguacugugcauaCcaucu............ 2 1 GDM

.................................................uaguacugugcauaCcaucu............ 2 1 GDM

.................................................uaguacugugcauaucaucC............ 12 1 GDM

.................................................uaguacugugcCuaucaucu............ 2 1 GDM

.................................................uaguacugugcauaucaucA............ 3 1 GDM



auuugcucauagaugauaugcauaguacucccagaacucauuaaguugguaguacugugcauaucaucuaugagcgaauag

hsa-miR-1278

.................................................uaguacugugcauaucaucA............ 3 1 GDM

.................................................uaguacugugcauaucaucC............ 12 1 GDM

.................................................uaguacugCgcauaucaucu............ 1 1 GDM

.................................................uaguacugugcauaucaucu............ 100 0 GDM

.................................................uaguacugugcauaucaucua........... 2 0 GDM

.................................................uaguacugugcauaucaucuaA.......... 1 1 GDM

.................................................uaguacugugcauaucaucuaC.......... 1 1 GDM

.................................................uaguacugugcGuaucaucuau.......... 1 1 GDM

.................................................uaguacugugcauaCcaucuau.......... 1 1 GDM

.................................................uaguacugugcauaucaucuau.......... 11 0 GDM

.................................................uaguacugugcauaucaucuau.......... 11 0 GDM

.................................................uaguacugugcauaucaucuau.......... 11 0 GDM

.................................................uaguacugugcauaucaucuauA......... 4 1 GDM

.................................................uaguacugugcauaucaucuauU......... 3 1 GDM

.................................................uaguacugugcauaucaucuauU......... 3 1 GDM

.................................................uaguacugugcauaucaucuauA......... 4 1 GDM

..................................................aguacugugcauaucaucuauA......... 2 1 GDM

.................................................uaguacugugcauaucauc............. 2 0 Z3_

.................................................uaguacugugcauaucauU............. 1 1 Z3_

.................................................uaguacugugcauaucaucA............ 3 1 Z3_

.................................................uaguacugugcauaucGucu............ 1 1 Z3_

.................................................uaguacugugcauaucaucu............ 10 0 Z3_

.................................................uaguacugugcauaucaucC............ 1 1 Z3_

.................................................uaguacugugcauaucaucuau.......... 6 0 Z3_

.................................................uaguacugugcauaucaucuaA.......... 1 1 Z3_

.................................................uaguacugugcauaucaucuaC.......... 2 1 Z3_

.................................................uaguacugugcauaucaucuauA......... 2 1 Z3_

.................................................uaguacugugcauaucaucuauAa........ 2 1 Z3_


