
miRBase precursor : hsa-mir-1255b-1
Total read count : 327
hsa-miR-1255b-5p read count: 327
remaining reads : 0
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hsa-miR-1255b-5p

uacggaugagcaaagaaagugguuucuuaaaauggaaucuacucuuugugaagaugcugugaa -3'5'- exp

(((((((..(((((((..((((.((((......)))).)))))))))))....)).))))).. reads mm sample

.acggaugagcaaagaaaguggC........................................ 1 1 GDM

..cggaugagcaaagaaagug.......................................... 1 0 GDM

..cggaugagcaaagaaaguggu........................................ 19 0 GDM

..cggaugagcaaagaaaguggC........................................ 1 1 GDM

..cggaugagcaaagaaaguggu........................................ 19 0 GDM

..cggaugagcaaagGaaguggu........................................ 1 1 GDM

..cggaugagUaaagaaaguggu........................................ 1 1 GDM

..cggaugagcaaagaaaguggu........................................ 19 0 GDM

..cggaugagcaaagaaagugguC....................................... 8 1 GDM

..cggaugagcGaagaaagugguu....................................... 2 1 GDM

..cggaugagcaGagaaagugguu....................................... 2 1 GDM

..cggaugagcaaagaaagugguu....................................... 115 0 GDM

..cggaugagcaaagaaagugguG....................................... 1 1 GDM

..cggaugagcaaagaaagugguC....................................... 8 1 GDM

..cggaugagcaaagaaagugguC....................................... 8 1 GDM

..cggaugagcaaaUaaagugguu....................................... 2 1 GDM

..cggaugagcaaagaaagugguA....................................... 2 1 GDM

..cggaugagcaaGgaaagugguu....................................... 1 1 GDM

..cggaugagcaaagaaagCgguu....................................... 1 1 GDM

..cggaugagcaaagaaagugguu....................................... 115 0 GDM

..cggaugagcaaagaaagugguA....................................... 2 1 GDM

..cggaugagcaaagaaagugguu....................................... 115 0 GDM

..cggaugagcaaagaaagAgguu....................................... 1 1 GDM

..cggaugagcaaagaaaguggu........................................ 7 0 Z2_

..cggaugagcaaagaaagugguC....................................... 2 1 Z2_

..cggaugagcaaagaaagugguu....................................... 55 0 Z2_

..cggaugagcaGagaaagugguu....................................... 2 1 Z2_

..cggaugagcaaagaaagugguuA...................................... 4 1 Z2_

..cggaugagcaaagaaagu........................................... 1 0 Z1_

..cggaugagcaaagaaagC........................................... 1 1 Z1_

..cggaugagcaaagaaaguggu........................................ 4 0 Z1_

..cggaugagcaaGgaaaguggu........................................ 2 1 Z1_

..cggaugagcaaagaaUgugguu....................................... 1 1 Z1_



uacggaugagcaaagaaagugguuucuuaaaauggaaucuacucuuugugaagaugcugugaa

hsa-miR-1255b-5p

..cggaugagcaGagaaagugguu....................................... 1 1 Z1_

..cggaugagcaaagaaagugguu....................................... 35 0 Z1_

..cggaugagcaaagaaagugguC....................................... 6 1 Z1_

..cggaugagcaaagaaagugguuA...................................... 3 1 Z1_

uacggaugagcaaagaaagugg......................................... 1 0 Z3_

..cggaugagcaaagaaagugg......................................... 1 0 Z3_

..cggaugagcaaagaaaguggu........................................ 2 0 Z3_

..cggaugagcaaagaaaguggA........................................ 1 1 Z3_

..cggaugagcaaagaaagugguu....................................... 32 0 Z3_

..cggaugagcaaagaaagugguC....................................... 1 1 Z3_

..cggaugagcaaagaaGgugguu....................................... 1 1 Z3_

..cggaugagcaaagaaagugguuG...................................... 1 1 Z3_

..cggaugagcaaagaaagugguuu...................................... 1 0 Z3_

..cggaugagcaaagaaagugguuA...................................... 3 1 Z3_


