
miRBase precursor : hsa-mir-1255a
Total read count : 103
hsa-miR-1255a read count : 75
remaining reads : 28 5'au
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auuggaaauccuuugaguugcuucucaaggaugagcaaagaaaguagauuuuuuagauucuaaagaaacuaucuucuuugcucauccuugagaagcaacuccuuauccauuaa -3'5'- exp

..((((........((((((((((((((((((((((((((((.((((.((((((((...)))))))).)))).))))))))))))))))))))))))))))....)))).... reads mm sample

...........................aggaugagcaaagaaaguag.................................................................. 2 0 GDM

...........................aggaugagcaaagaaaguaA.................................................................. 1 1 GDM

...........................aggaugaAcaaagaaaguagau................................................................ 3 1 GDM

...........................aggaugagcaaagaaaguagau................................................................ 16 0 GDM

...........................aggaugagcaaGgaaaguagau................................................................ 1 1 GDM

...........................aggaugagcaaagaaaguagaC................................................................ 1 1 GDM

...........................aggaugagcaaagaaaguagau................................................................ 16 0 GDM

...........................aggaugagcaaagaaaguagau................................................................ 16 0 GDM

...........................aggaugagcaaagaaaguagauu............................................................... 8 0 GDM

...........................aggaugagcaaagaaaguagauu............................................................... 8 0 GDM

...........................aggaugagcaaagaaaguagauu............................................................... 8 0 GDM

...........................aggaugGgcaaagaaaguagauu............................................................... 2 1 GDM

...................................................................acuGucuucuuugcucaucc.......................... 1 1 GDM

....................................................................cuaucuucuuugcucauccuug....................... 2 0 GDM

....................................................................cuaucuucuuugcucauccuug....................... 2 0 GDM

....................................................................cuGucuucuuugcucauccuuga...................... 4 1 GDM

....................................................................cuaucuucuuugcucauccuuga...................... 7 0 GDM

....................................................................cuGucuucuuugcucauccuuga...................... 4 1 GDM

....................................................................cuaucuucuuugcucauccuuga...................... 7 0 GDM

...........................aggaCgagcaaagaaaguag.................................................................. 1 1 Z2_

...........................aggaugagcaaagaaaguaA.................................................................. 1 1 Z2_

...........................aggaugagcaaagaaaguagaC................................................................ 1 1 Z2_

...........................aggaugagcaaagaaaguagau................................................................ 4 0 Z2_

...........................aggaugagcaaagaaaguagauu............................................................... 16 0 Z2_

...........................aggaugagcaaagaaaguagauC............................................................... 2 1 Z2_

....................................................................cuaucuucuuugcucauccuug....................... 3 0 Z2_

....................................................................cuGucuucuuugcucauccuuga...................... 2 1 Z2_

...........................aggaugagcaaagaaagu.................................................................... 1 0 Z1_

...........................aggaugagcaaagaaaguagaC................................................................ 1 1 Z1_

...........................aggaugagcaaagaaaguagau................................................................ 8 0 Z1_

...........................aggaugagcaCagaaaguagau................................................................ 1 1 Z1_

...........................aggaugGgcaaagaaaguagau................................................................ 1 1 Z1_

...........................aggaugagcaaagaaaguagauu............................................................... 2 0 Z1_



auuggaaauccuuugaguugcuucucaaggaugagcaaagaaaguagauuuuuuagauucuaaagaaacuaucuucuuugcucauccuugagaagcaacuccuuauccauuaa

hsa-miR-1255a

....................................................................cuaucuucuuugcucaucc.......................... 1 0 Z1_

....................................................................cuaucuucuuugcucauccuugU...................... 5 1 Z1_

....................................................................cuaucuucuuugcucauccuuga...................... 3 0 Z1_

...........................aggaugagcaaagaaaguagau................................................................ 2 0 Z3_


