
miRBase precursor : hsa-mir-1234
Total read count : 159
hsa-miR-1234-3p read count: 159
remaining reads : 0
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........................................................ucggccugaccacccacccca... 11 0 Z3_

........................................................ucggccugaccaccUacccca... 1 1 Z3_

........................................................ucggccugaccacccaccccac.. 1 0 Z3_

........................................................ucggccugaccacccaccccacU. 2 1 Z3_

........................................................ucggccugacUacccaccccaca. 1 1 Z3_

........................................................ucggccugaccacccaccccaca. 8 0 Z3_

........................................................ucggccugaccacccacccc.... 1 0 GDM

........................................................ucggccugaccacccaccccU... 3 1 GDM

........................................................ucggccugaccacccacccca... 16 0 GDM

........................................................ucggccugaccacccaccccU... 3 1 GDM

........................................................ucggccugaccacccacccca... 16 0 GDM

........................................................ucggccugaccacccacccca... 16 0 GDM

........................................................ucggccugaccacccacccAa... 1 1 GDM

........................................................ucggccugaccacccaccccaU.. 4 1 GDM

........................................................ucggccugaccacccaccccaU.. 4 1 GDM

........................................................ucggccugGccacccaccccac.. 1 1 GDM

........................................................ucggccugaccacccaccccac.. 2 0 GDM

........................................................ucggccugaccacccaccccacU. 5 1 GDM

........................................................ucggccugaccacccaccccacU. 5 1 GDM

........................................................ucggccugacUacccaccccaca. 1 1 GDM

........................................................ucggccugaccacccaccccaca. 20 0 GDM

........................................................ucggccugaccacccaccccaca. 20 0 GDM

........................................................ucggccugaccacccaccccacU. 5 1 GDM

........................................................ucggccugaccacccaccccaca. 20 0 GDM

........................................................ucggccugaccacccacccca... 9 0 Z1_

........................................................ucggccugaccacccaccccac.. 1 0 Z1_

........................................................ucggccugaccaccUaccccaca. 1 1 Z1_

........................................................ucgAccugaccacccaccccaca. 1 1 Z1_

........................................................ucggccugaccacccaccccacU. 8 1 Z1_

........................................................ucggccugaccacccaccccacC. 1 1 Z1_

........................................................ucggccugaccacccaccccaca. 18 0 Z1_

........................................................ucUgccugaccacccaccccaca. 1 1 Z1_

........................................................ucggccugaccacccacccca... 5 0 Z2_



gugagugugggguggcuggggcggggggggcccggggacggcuugggccugccuagucggccugaccacccaccccacag

hsa-miR-1234-3p

........................................................ucggccugaccacccaccccG... 1 1 Z2_

........................................................ucggccugaccacccaccccacU. 7 1 Z2_

........................................................ucggccugaccacccaccccaAa. 6 1 Z2_

........................................................ucggccugaccacccaccccaUa. 3 1 Z2_

........................................................ucggccugGccacccaccccaca. 1 1 Z2_

........................................................ucggccugaccacccaccccaca. 13 0 Z2_

........................................................ucggccugaccacccaccccacag 4 0 Z2_

.........................................................cggccugaccacccaccccaca. 1 0 Z2_


