
miRBase precursor : hsa-mir-1229
Total read count : 113
hsa-miR-1229-5p read count: 0
hsa-miR-1229-3p read count: 113
remaining reads : 0

5'
g u g g gua g g g u

u
u g

g g
g g a g a g

c g u g
g g

c u g
g g

g
uu

cag
gga

cac
ccucuc

acc
acu

gcccucccac
ag

3'

freq.

length

1

0.75

0.5

0.25

0

hsa-miR-1229-5p

hsa-miR-1229-3p

guggguaggguuugggggagagcgugggcugggguucagggacacccucucaccacugcccucccacag -3'5'- exp

(((((.(((((...((.(((((.(((..(((.....)))...))).))))).))...)))))))))).. reads mm sample

.............................................ccucucaccacugcccucccac.. 1 0 GDM

.............................................ccucucaccacugcccucccaca. 2 0 GDM

.............................................ccucucaccacugcccucccaca. 2 0 GDM

.............................................ccucucaccacugcccucccacaU 1 1 GDM

..............................................cCcucaccacugcccucccac.. 1 1 GDM

..............................................cucucaccacugcccucccacC. 3 1 GDM

..............................................cucucaccacugcccucccaca. 46 0 GDM

..............................................cucucaccacugcccucccaca. 46 0 GDM

..............................................cucucaccacCgcccucccaca. 1 1 GDM

..............................................cucucaccacugcccucccacU. 1 1 GDM

..............................................cucucaccacugcccucccaca. 46 0 GDM

..............................................cucucaccacugcccucccacaC 1 1 GDM

...............................................ucucaccacugcccucccacaA 1 1 GDM

................................................cucaccacugcccucccaca. 6 0 GDM

................................................cucaccacugcccucccaca. 6 0 GDM

................................................cucaccacugcccucccacag 1 0 GDM

.............................................ccucucaccacugcccucccac.. 3 0 Z2_

.............................................ccucucaccacugcccucccaca. 2 0 Z2_

..............................................cucucaccacugcccucccaca. 5 0 Z2_

..............................................cucucaccacugcccucccacag 8 0 Z2_

................................................cucaccacugcccucccaca. 2 0 Z2_

............................................cccucucaccacugcccucccaca. 1 0 Z1_

.............................................ccucucaccacugcccucccaca. 1 0 Z1_

.............................................ccucucaccacugcccucccacaU 1 1 Z1_

..............................................cucucaccacugcccucccaUa. 1 1 Z1_

..............................................cucucaccacugcccucccaca. 15 0 Z1_

..............................................cucuUaccacugcccucccaca. 1 1 Z1_

..............................................cucucaccGcugcccucccaca. 1 1 Z1_

................................................cucaccacugcccucccaca. 1 0 Z1_

.............................................ccucucaccacugcccucccaca. 3 0 Z3_

..............................................cucucaccacugcccucccaUa. 1 1 Z3_



guggguaggguuugggggagagcgugggcugggguucagggacacccucucaccacugcccucccacag

hsa-miR-1229-5p

hsa-miR-1229-3p

..............................................cucucaccacugcccucccaca. 2 0 Z3_


