miRBase precursor : hsa-mir-122
Total read count : 1501
hsa-miR-122-5p read count : 1493
hsa-miR-122-3p read count : 5

: ro-g-Y
remaining reads 03 nlvgganugli'iicﬁig%%é
Q.Pﬁéguvgu‘a'“"” ad
~o
freq.
»
1
0.75"
0.5da
0.25um
0 e >
length
hsa-miR-122-5p
hsa-miR-122-3p
5"- ccuuagcagagcuguggagugugacaaugguguuugugucuaaacuaucaaacgccauuaucacacuaaauagcuacugcuagge -3 exp
N (O (O (e 23331333133-333313)--33313)-230)))) - reads mm sample
. . .uggagugugacaaugguguu. . 2 0 71 _
.............. uggagugugacaaugguUC. - .. w e i e e e e eeeaeeceeeeaeeea e 1 1 Z1_
.............. ugAaguUgUQaCaaUGQUOUUU - - - - - e e e e e eeeaaaacccacacacacaaaaaaaaaaaaaaaaaaaaannnn 1 1 Z1_
.............. uggaguguUQgacaauggUOUUC. - - . o ot e e e e e e e ee e 1 1 71 _
.............. uggagCgugacCaaUGQUQGUUU - « . -« e e e e eemee e mmmmmcmeanacsanenannanennennnnns 1 1 Z1_
.............. uggagugCgacaauUgQUQOUUU . - - - - e oo e e e aaaaaaaaccacacaaaaaaaaaaaaaaaaaaaaaannnn 1 1 Z1_
.............. UQgagUIUQGGCAAUGGUOUUU - - -« « o o m e e e m e e e m e e e e e e e e e e 1 1 71 _
.............. uggagugugacaauggUGUUA . . . . .. et et i e e e e eaeaeeeeaee e 3 1 Z1_
46 0 71_
1 1 Z1_
1 1 z1_
2 1 71_
2 1 Z1_
2 1 z1_
1 1 71_
.............. uggagugugacaaugguguuug 71 0 71 _
. . .uggagugCgacaaugguguuug. . . 1 1 Z1_
1 1 71_
1 Z1_
4 1 z1_
37 1 71_
51 0 Z1_
2 1 GDM
8 0 GDM
8 0 GDM
1 1 GDM
1 1 GDM
8 0 GDM
5 0 GDM
5 0 GDM
5 0 GDM
11 1 GDM
2 1 GDM

oQ

g
-c
Q=



hsa-miR-122-5p

hsa-miR-122-3p

ccuuagcagagcuguggagugugacaaugguguuugugucuaaacuaucaaacgccauuaucacacuaaauagcuacugcuagge

3 1 GDM

2 1 GDM

186 0 GDM

11 1 GDM

11 1 GDM

2 1 GDM

186 0 GDM

2 1 GDM

1 1 GDM

186 0 GDM

1 GDM

2 1 GDM

1 GDM

113 0 GDM

9 1 GDM

1 GDM

1 GDM

2 1 GDM

113 0 GDM

1 1 GDM

2 1 GDM

2 1 GDM

9 1 GDM

4 1 GDM

113 0 GDM

2 1 GDM

9 1 GDM

1 GDM

1 1 GDM

.............. UggaguUUQGACAAUGGUOUUUGU - « - - - - e e m m e e e m e e e e e e e e e e 183 0 GDM
. . .uggagugugacaaugguguuugC. . 16 1 GDM
.............. uggagugugacCaugguguuugu 1 1 GDM
.............. uggagugugacaaugguguuugA 52 1 GDM
.............. uggagugugacaaugguguuugu 183 0 GDM
.............. Cggagugugacaaugguguuugu 2 1 GDM
. . -uggagugugacaaugguguuGgu . . 1 GDM
.............. uggagCgugacaaugguguuugu 2 1 GDM
.............. uggagugugacGaugguguuugu 1 GDM
.............. uggagugugacaaugguguuugA 52 1 GDM
.............. uggagugugacaaugguguuugC 16 1 GDM
.............. uggagugugacaaugguguuugA 52 1 GDM
.............. uggagugugacaaugguguuuAu 4 1 GDM
.............. uggagugugacaauggUCUUUQGU. - « . v e o eec e e iecmeae e e amasaneanameanennnnnnn 4 1 GDM
.............. uggagugugacaaugQUOUUUQOU - - - - - e e e e e e e e e e e aaaaacaaaaaaaaaaaaaaaaaaaaaanann 183 0 GDM
.............. uggagugUQgacaauggUOUUUOC . . - - o - e e e et e e e ee e 16 1 GDM
.............. uggGgugugacaaugguguuugu 1 1 GDM
. . .uggagugugacaaGgguguuugu. . 1 1 GDM

2 1 GDM

4 1 GDM

4 1 GDM

2 1 GDM

2 0 GDM

3 0 GDM

3 0 z2_

0 72_

1 1 72_

20 0 z2_

2 1 72

1 1 72_

1 1 72

1 1 72

1 1 72_

4 1 72

4 1 72

8 1 72_

8 1 72

3 1 72

1 1 72_



hsa-miR-122-5p

hsa-miR-122-3p

ccuuagcagagcuguggagugugacaaugguguuugugucuaaacuaucaaacgccauuaucacacuaaauagcuacugcuagge

157

O R R PR ORRRERERIERERERIERRRORIERLERLERO

R OR PR RPRORIERERIERORIERLOLR

72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_
72
72
z2_

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



