
miRBase precursor : hsa-mir-11401
Total read count : 1558
hsa-miR-11401 read count : 1558
remaining reads : 0
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(((...((((((...((((.((((.((((.(((....))).))..)).))))))))...))))))))). reads mm sample

..........ucacgucugcggcuAucacg....................................... 1 1 Z3_

..........ucacgucugcggcugucacA....................................... 2 1 Z3_

..........ucacgucugcggcugucacg....................................... 17 0 Z3_

..........ucacgucugcggcugucGcgu...................................... 2 1 Z3_

..........ucacgucAgcggcugucacgu...................................... 1 1 Z3_

..........ucacgucugcggcugucacgA...................................... 1 1 Z3_

..........ucacgucugcggcugucacgC...................................... 8 1 Z3_

..........uUacgucugcggcugucacgu...................................... 1 1 Z3_

..........Ccacgucugcggcugucacgu...................................... 1 1 Z3_

..........ucacgucugcggcCgucacgu...................................... 1 1 Z3_

..........ucacgucugcggcugucacgG...................................... 1 1 Z3_

..........ucacgucugcggcugucacgu...................................... 92 0 Z3_

..........ucacgucugcggcugucacguA..................................... 4 1 Z3_

..........ucacgucugcggcugucacguU..................................... 2 1 Z3_

..........ucacgucugcggcugucacC....................................... 1 1 Z2_

..........ucacgucugcggcuAucacg....................................... 1 1 Z2_

..........ucacgucugcggUugucacg....................................... 2 1 Z2_

..........ucacgucugcggcugucacA....................................... 2 1 Z2_

..........ucacgucugcggcugucacU....................................... 3 1 Z2_

..........ucacgucugcggcugucacg....................................... 20 0 Z2_

..........ucacgucugcggcugucacgG...................................... 1 1 Z2_

..........ucGcgucugcggcugucacgu...................................... 1 1 Z2_

..........uUacgucugcggcugucacgu...................................... 1 1 Z2_

..........ucacgucugcggcugucacAu...................................... 1 1 Z2_

..........ucacgucCgcggcugucacgu...................................... 5 1 Z2_

..........ucacgucugcggcugucaUgu...................................... 3 1 Z2_

..........ucacgucugcUgcugucacgu...................................... 1 1 Z2_

..........ucacgucugcggcCgucacgu...................................... 1 1 Z2_

..........ucCcgucugcggcugucacgu...................................... 1 1 Z2_

..........ucacgucugcggcugAcacgu...................................... 1 1 Z2_

..........ucacgucugcggcugucacgC...................................... 17 1 Z2_

..........ucacgucugcggcugucacgu...................................... 166 0 Z2_

..........ucacgucugcggcugucacguU..................................... 5 1 Z2_

..........ucacgucugcggcugucacguA..................................... 9 1 Z2_



cucgcggcugucacgucugcggcugucacgucugcuaggggguugggggguccaggaagggcagcgagu

hsa-miR-11401

........ugucacgucugAggcuguc.......................................... 1 1 GDM

........ugucacgucugcggcuguca......................................... 1 0 GDM

........ugucacgucugcggcugucacg....................................... 2 0 GDM

..........ucacgucugcggcugucacg....................................... 100 0 GDM

..........ucacgucugcggcugucacA....................................... 10 1 GDM

..........ucacgucugcggcugucacg....................................... 100 0 GDM

..........ucacgucugcggcugucacA....................................... 10 1 GDM

..........ucacgucugcggcugucacA....................................... 10 1 GDM

..........ucacgucugcggAugucacg....................................... 1 1 GDM

..........ucacgucugcggcugucacU....................................... 2 1 GDM

..........ucacgucCgcggcugucacg....................................... 1 1 GDM

..........ucacgucugcggcCgucacg....................................... 1 1 GDM

..........ucacgucugcggcGgucacg....................................... 1 1 GDM

..........ucacgucugcgCcugucacg....................................... 1 1 GDM

..........ucacgucugcggcugucacg....................................... 100 0 GDM

..........ucacgucugcggcuAucacg....................................... 1 1 GDM

..........ucacgucCgcggcugucacgu...................................... 3 1 GDM

..........ucacgucugcggcAgucacgu...................................... 1 1 GDM

..........Ccacgucugcggcugucacgu...................................... 4 1 GDM

..........ucacgucugcggcuguUacgu...................................... 1 1 GDM

..........ucacgucugcggcCgucacgu...................................... 5 1 GDM

..........ucacgucugcggcugCcacgu...................................... 4 1 GDM

..........ucacgucugcggcugucaUgu...................................... 3 1 GDM

..........ucacgucugcggcugucGcgu...................................... 5 1 GDM

..........ucacgucugcggcCgucacgu...................................... 5 1 GDM

..........ucacgucugcggcugucacgu...................................... 394 0 GDM

..........ucaUgucugcggcugucacgu...................................... 2 1 GDM

..........ucacgucugcggcugucGcgu...................................... 5 1 GDM

..........ucacgucugcggcugucacgA...................................... 19 1 GDM

..........ucacgucugcggcugucacgu...................................... 394 0 GDM

..........ucacgucugcggcugAcacgu...................................... 2 1 GDM

..........ucacgucugcggcugucacgA...................................... 19 1 GDM

..........Acacgucugcggcugucacgu...................................... 1 1 GDM

..........ucGcgucugcggcugucacgu...................................... 2 1 GDM

..........ucacgucugcggcugucacgC...................................... 43 1 GDM

..........ucacgucuAcggcugucacgu...................................... 2 1 GDM

..........ucacgucugcggcugucacgC...................................... 43 1 GDM

..........ucacgucugcggcugucaUgu...................................... 3 1 GDM

..........ucacgucugcggcugucacUu...................................... 2 1 GDM

..........ucacgucugcggcugucacgu...................................... 394 0 GDM

..........ucacgucugcgUcugucacgu...................................... 1 1 GDM

..........Ccacgucugcggcugucacgu...................................... 4 1 GDM

..........ucacgucugcggcugucGcgu...................................... 5 1 GDM

..........ucacgucugcggcugucacgA...................................... 19 1 GDM

..........ucacgucugcgAcugucacgu...................................... 3 1 GDM

..........ucacgucugcggcugCcacgu...................................... 4 1 GDM

..........ucacgucugcggcCgucacgu...................................... 5 1 GDM

..........ucacgucugcggcugucacgG...................................... 1 1 GDM

..........ucacgucuAcggcugucacgu...................................... 2 1 GDM

..........ucaUgucugcggcugucacgu...................................... 2 1 GDM

..........ucacgucugcggcugucUcgu...................................... 1 1 GDM

..........ucacgucugcAgcugucacgu...................................... 1 1 GDM

..........ucGcgucugcggcugucacgu...................................... 2 1 GDM

..........ucacgucCgcggcugucacgu...................................... 3 1 GDM

..........ucacgucugcggcugucacgC...................................... 43 1 GDM

..........ucacgucugcggcugucacguA..................................... 23 1 GDM

..........ucacgucugcggcugucacguU..................................... 7 1 GDM

..........ucacgucugcggcugucacguU..................................... 7 1 GDM

..........ucacgucugcggcugucacguA..................................... 23 1 GDM

..........ucacgucugcggcugucacguU..................................... 7 1 GDM

..........ucacgucugcggcugucacguA..................................... 23 1 GDM

........ugucacgucugcggcugucacA....................................... 1 1 Z1_

........ugucacgucugcggcugucacg....................................... 4 0 Z1_

........ugucacgucugcggcugucacgu...................................... 3 0 Z1_

........ugAcacgucugcggcugucacgu...................................... 2 1 Z1_

..........ucacgucugcggcugucaU........................................ 3 1 Z1_

..........ucacgucugcggcugucacg....................................... 29 0 Z1_

..........ucacgucugcggcugCcacg....................................... 1 1 Z1_
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..........ucacgucugcggcugucacA....................................... 1 1 Z1_

..........ucacgucugcggcugucGcgu...................................... 2 1 Z1_

..........ucacgucugcggcugucaAgu...................................... 1 1 Z1_

..........ucacgCcugcggcugucacgu...................................... 3 1 Z1_

..........ucacgucugcggcugucacUu...................................... 1 1 Z1_

..........ucacgucugcggcugCcacgu...................................... 1 1 Z1_

..........ucacgucugUggcugucacgu...................................... 1 1 Z1_

..........ucaUgucugcggcugucacgu...................................... 4 1 Z1_

..........ucacgucugcggcCgucacgu...................................... 2 1 Z1_

..........ucGcgucugcggcugucacgu...................................... 1 1 Z1_

..........ucacgucugcggcugucacgu...................................... 372 0 Z1_

..........ucacgucugcggcugAcacgu...................................... 1 1 Z1_

..........ucacgucugcgUcugucacgu...................................... 2 1 Z1_

..........Ccacgucugcggcugucacgu...................................... 6 1 Z1_

..........ucacgucuAcggcugucacgu...................................... 3 1 Z1_

..........ucacgucugcggcugGcacgu...................................... 1 1 Z1_

..........ucacgucugcggcugucacgA...................................... 13 1 Z1_

..........ucacgucugcggcugucacgC...................................... 43 1 Z1_

..........ucacgucugcggcugucacgAc..................................... 5 1 Z1_

..........ucacgucugcggcugucacguA..................................... 24 1 Z1_


