
miRBase precursor : hsa-mir-11400
Total read count : 434
hsa-miR-11400 read count : 434
remaining reads : 0
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hsa-miR-11400

caagggcgacucggcuguguaucucugugucagaagcuuagccacaguguggcacagucguguccuuccugcucaca -3'5'- exp

..((((.(((.(((((((((..(.(((((.(.........).))))).)..))))))))).)))..))))....... reads mm sample

.........cucggcuguguaucucugugCc.............................................. 3 1 Z2_

..........ucggcuguguaucucugugC............................................... 12 1 Z2_

..........ucggcuguguaucucuguguc.............................................. 20 0 Z2_

..........ucggcuguguaucucugGguc.............................................. 1 1 Z2_

..........ucggcuguguaucucugugCc.............................................. 27 1 Z2_

..........ucggcuguguaucucuguguca............................................. 9 0 Z2_

..........ucggcuguguaucucugugucU............................................. 3 1 Z2_

..........ucggcuguguaucucugugCca............................................. 1 1 Z2_

........acucggcuguguaucucugugu............................................... 2 0 GDM

........acucggcuguguaucucugugC............................................... 1 1 GDM

..........ucggcuguguaucucugugC............................................... 30 1 GDM

..........ucggcuguguaucAcugugu............................................... 2 1 GDM

..........ucggcuguguaucucugugu............................................... 7 0 GDM

..........ucggcuguguaucucugugA............................................... 2 1 GDM

..........ucggcuguguaucucugugC............................................... 30 1 GDM

..........ucggcuguguaucucugugA............................................... 2 1 GDM

..........ucggcuguguaucucugugu............................................... 7 0 GDM

..........ucggcuguguaucucugugC............................................... 30 1 GDM

..........ucggcuguguaucucugugu............................................... 7 0 GDM

..........ucggcuguguaucucugugCc.............................................. 93 1 GDM

..........ucggcuguguaucucuguguU.............................................. 2 1 GDM

..........ucggcuguguaucucuguguc.............................................. 17 0 GDM

..........ucggcuguguaucucugugCc.............................................. 93 1 GDM

..........ucggcuguguaucucugugCc.............................................. 93 1 GDM

..........ucggcuguguaucucuguguca............................................. 4 0 GDM

..........ucggcuguguaucucugugucU............................................. 6 1 GDM

........acucggcuguguaucucugugu............................................... 8 0 Z1_

........acucggcuguguaucucugugC............................................... 1 1 Z1_

.........cucggcuguguaucucugugC............................................... 2 1 Z1_

.........cucggcuguguaucucugugCc.............................................. 3 1 Z1_

..........ucggcuguguaucucugugu............................................... 5 0 Z1_

..........ucggcuguguaucucugugC............................................... 16 1 Z1_

..........ucggcuguguaucucuguguA.............................................. 1 1 Z1_



caagggcgacucggcuguguaucucugugucagaagcuuagccacaguguggcacagucguguccuuccugcucaca

hsa-miR-11400

..........ucggcuguguaAcucuguguc.............................................. 1 1 Z1_

..........ucggcuguguaucucuguguc.............................................. 20 0 Z1_

..........ucggcuguguaucucugugCc.............................................. 85 1 Z1_

..........ucggcuguguaucucuguguU.............................................. 6 1 Z1_

..........ucggcuguguaucucugugucC............................................. 1 1 Z1_

..........ucggcuguguaucucuguguca............................................. 13 0 Z1_

..........ucggcuguguaucucugugCca............................................. 2 1 Z1_

..........ucggcuguguaucucugugucU............................................. 3 1 Z1_

..........ucggcuguguaucucugugucaU............................................ 1 1 Z1_

..........ucggcuguguaucucugugucag............................................ 1 0 Z1_

..........ucggcuguguaucucugugC............................................... 3 1 Z3_

..........ucggcuguguaucucugugu............................................... 1 0 Z3_

..........ucggcuguguaucucugugCc.............................................. 19 1 Z3_


