miRBase precursor : hsa-mir-106b
Total read count : 144094
hsa-miR-106b-5p read count 3661
hsa-miR-106b-3p read count 140430 g
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2 1 72
1 1 72

1 1 72_

1 1 72

4 1 72

1 1 72_

2 1 72

1 1 72

1 1 72_

2 1 72

12 1 72

6 1 72_

1 1 72

7 1 72

4 0 72_

4 0 z2_

1 1 72

1 1 72_

2 1 72

2 1 72_

1 0 72_

1 1 72

4 1 GDM

4 1 GDM

8 0 GDM

8 0 GDM

8 0 GDM

1 1 GDM

20 1 GDM

. -uaaagugcugacagugcGg. 1 1 GDM
UGAAQUYCUGACAGUYCAT - = - - =« = = = =« x @ m m e et m e e e e e m e e e e e 1 1 GDM
........... UET=F=To [ Te ToT0 o T=Tor=To T8 o o=V 29 0 GDM
........... [UEE=T=To 18T o]UT F=Tox= Lo U o o o 29 0 GDM
UaaagUgCUJACUQUOCAY - - - - = c a e e e e aamaaaccaaaaaaaaaaaaaaaaaaaaaaaaaaaaannnn 1 1 GDM

. -uaaagugcugacaguglag - 20 1 GDM

[UEE=T=To 18T To]UT F=Tox= Lo 0T U o 20 1 GDM
........... [UEET:To [ To ToT0 o T=or=To T8 o ol o 1 2 1 GDM
........... UEE=T=To [ To U0 o T=Tor=To T8 o o=V 2 1 GDM
........... [UEE=T=To 18T o]UT F=Tox= Lo U o o o 29 0 GDM
........... uaaagugcugacagugcagyu 7 1 GDM
........... uaaagugcugacGgugcaga 10 1 GDM
........... uaaagugcugacagugcagG 3 1 GDM
........... uaaagugcugacagugAaga 1 GDM
........... uaaagugUugacagugcaga 25 1 GDM
uaaagugcugacagugUaga 246 1 GDM

. -uaaagugcCgacagugcaga. - 4 1 GDM
Gaaagugcugacagugcaga 1 1 GDM
........... uaaagugcugacagugcGga 8 1 GDM
........... uaaagugcugGcagugcaga 7 1 GDM
uaaagCgcugacagugcaga 6 1 GDM

. .uGaagugcugacagugcaga. . 3 1 GDM
uaaagugcugacagugcaAa 2 1 GDM
........... uaaagugcugacaAugcaga 3 1 GDM
........... uaaagugcugacagugclga 2 1 GDM
........... uaaagugAugacagugcaga 2 1 GDM
........... Caaagugcugacagugcaga 5 1 GDM
........... uaaagugcCgacagugcaga 4 1 GDM
........... uaaagugUugacagugcaga 25 1 GDM
........... uaaaguAcugacagugcaga 4 1 GDM
........... uaaagugAugacagugcaga 2 1 GDM
uaGagugcugacagugcaga 7 1 GDM

. .uaaagugcCgacagugcaga. - 4 1 GDM
Caaagugcugacagugcaga 5 1 GDM
........... uaaGgugcugacagugcaga 4 1 GDM
........... uaCagugcugacagugcaga 1 1 GDM
uaaagugcugacCgugcaga 1 1 GDM

. -uaGagugcugacagugcaga. - 7 1 GDM
uaaaguAcugacagugcaga 4 1 GDM
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........... UAAAAUGCUJACAGUYCAGA . - - -« e e memmmmmmmemmammensannmeenenannanennennnnenn 3 1 GDM
........... VEET¢{o[Ule ToT0 o T=Tor=To T8 o oF=To I- U 4 1 GDM
........... UET=FTo [ Te ToT0 o T=Tor=To T8 11 o= T- 1 1 GDM
........... [UEER=To Yo olUT F=Tox= Lo 0o o o o 2 1 GDM
........... [TEETTe Vo ToT0 o T=Tor=To T8 o [oF= o I- U 2 1 GDM
........... UEE=FTo[Ule ToT0 o€l or=To T8 o ot T- 7 1 GDM
........... CaaagugCUgaCAGUICAGA - « - « v - v e e e e e e ama e e aaa e 5 1 GDM
........... UaaaguUgCUgACUQUOCA0A - - - - = o a e e e e amamacaacaaaaaaaaaaaaaaaaaaaaaaaaaaaannnn 3 1 GDM
........... UEE-FTo[UTeToF Ao T=Tor=To T8 o o= T- 3 1 1 GDM
........... uaaaguUgCUgacaguUQUAga. - - o v oo e e ie e e a e e e aea e ea e e e 246 1 GDM
........... uaaagugcugacaguCcaga 1 GDM
........... uaaagugcugacagugcagu 1 GDM
........... uaaagugcGgacagugcaga 1 GDM
........... uaaagugcugUcagugcaga 1 GDM
. . .uaaagugUugacagugcaga. - 1 GDM
........... uaaagugcugacagugcaga 0 GDM
........... uaaagugcugacagugUaga 1 GDM
........... uaaagugcugacaguAcaga 1 GDM
........... uaaagCgcugacagugcaga 1 GDM
. . .uaaagCgcugacagugcaga. - 1 GDM
........... uaaagugcugacagugcaga 0 GDM
........... uaaagugcugaUagugcaga 1 GDM
........... uGaagugcugacagugcaga 1 GDM
........... uaaagugcugacagugcGga 1 GDM
........... uaaagugcugacagugclga 1 GDM
........... uaaaCugcugacagugcaga 1 GDM
........... uaGagugcugacagugcaga 1 GDM
........... uaalgugcugacagugcaga 1 GDM
........... uaaagugcugacagugcaga 0 GDM
........... uaaagugcugacagugcGga 1 GDM
.. .UaaaAugcugacagugcaga. - 1 GDM
........... uaaagugcugalUagugcaga 1 GDM
........... uaaagugcugacagugcagG 1 GDM
........... uaaagugcugacagugcala 1 GDM
........... uaaagugcugacaAugcaga 1 GDM
. . .uaaagugcugacagugcagu. . 1 GDM

10 1 GDM

4 1 GDM

1 1 GDM

3 1 GDM

1 1 GDM

3 1 GDM

27 1 GDM

3 1 GDM

1 GDM

42 1 GDM

18 1 GDM

2 1 GDM

1 1 GDM

227 0 GDM

42 1 GDM

1 1 GDM

42 1 GDM

3 1 GDM

18 1 GDM

2 1 GDM

2 1 GDM

27 1 GDM

2 1 GDM

227 0 GDM

27 1 GDM

18 1 GDM

227 0 GDM

1 1 GDM

4 1 GDM

1 1 GDM

2 1 GDM

1 1 GDM

6 1 GDM
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18 1 GDM
18 1 GDM
1 1 GDM
192 0 GDM
2 1 GDM
4 1 GDM
192 0 GDM
1 1 GDM
18 1 GDM
192 0 GDM
4 1 GDM
2 1 GDM
2 1 GDM
2 1 GDM
4 1 GDM
1 1 GDM
18 1 GDM
18 1 GDM
1 1 GDM
17 1 GDM
1 GDM

6 1 GDM
17 1 GDM
18 1 GDM
17 1 GDM
1 1 GDM
2 1 GDM
1 0 GDM
1 1 GDM
3 1 GDM
3 1 GDM
3 1 GDM
2 1 GDM
........... UaaaguUgCUgacaguUQgCAJAUAQGU - « . -« -« v o wem e e mmmmme e ama e e 31 0 GDM
........... uaaagugcuAacagugcagauagu 1 1 GDM
. . .uaaagugcugacagugcagauagu. . . . 31 0 GDM
5 1 GDM
17 1 GDM
17 1 GDM
31 0 GDM
4 1 GDM
4 1 GDM
17 1 GDM
4 1 GDM
1 0 GDM
1 1 GDM
3 0 GDM
1 1 GDM
1 0 GDM
1 1 GDM
6 1 GDM
1 1 GDM
1 1 GDM
6 1 GDM
56 0 GDM
6 1 GDM
1 GDM

1 GDM

56 0 GDM
56 0 GDM
1 1 GDM
6 1 GDM
1 1 GDM
1 1 GDM
1 1 GDM
8 1 GDM
23 1 GDM
6 1 GDM
1 GDM
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................................................. uaccgcacuguggguacul. .. v v cwenn - 234
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18 1 GDM
71 1 GDM
42 1 GDM
24 1 GDM
1 1 GDM
10 1 GDM
43 1 GDM
3 1 GDM
15 1 GDM
7 1 GDM
12 1 GDM
20 1 GDM
7 1 GDM
25 1 GDM
4 1 GDM
133 1 GDM
14 1 GDM
9 1 GDM
42 1 GDM
25 1 GDM
5 1 GDM
18 1 GDM
1 1 GDM
22 1 GDM
29 1 GDM
4 1 GDM
29 1 GDM
10 1 GDM
53 1 GDM
2 1 GDM
2 1 GDM
20 1 GDM
2 1 GDM
2 1 GDM
1 GDM

10 1 GDM
14 1 GDM
21 1 GDM
71 1 GDM
4 1 GDM
4 1 GDM
20 1 GDM
34 1 GDM
................................................. uaccgcacuguggguacuugcA. .. ... ... .. 513 1 GDM
22 1 GDM
10 1 GDM
43 1 GDM
24 1 GDM
14 1 GDM
4 1 GDM
4 1 GDM
10 1 GDM
37 1 GDM
10 1 GDM
1 1 GDM
34 1 GDM
14 1 GDM
20 1 GDM
42 1 GDM
................................................. uaccgcacuguggguacuugUu . . ... ... ... 133 1 GDM
................................................. uaccgcacuguggguacuugcA. . ... ...... 513 1 GDM
15 1 GDM
20 1 GDM
4 1 GDM
1 GDM

53 1 GDM
2 1 GDM
43 1 GDM
15 1 GDM
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12 1 GDM
7 1 GDM
7 0 GDM
7 0 GDM
11 1 GDM
11 1 GDM
1 GDM

7 0 GDM
11 1 GDM
5 1 GDM
1 1 GDM
2 0 GDM
5 1 GDM
1 0 GDM
21 0 GDM
1 1 GDM
21 0 GDM
1 1 GDM
1 1 GDM
21 0 GDM
151 0 GDM
24 1 GDM
.................................................. accgcacuguggguacuuge. « - oo v v o - - 151 0 GDM
1 1 GDM
24 1 GDM
1 GDM

2 1 GDM
3 1 GDM
24 1 GDM
24 1 GDM
24 1 GDM
1 1 GDM
24 1 GDM
151 0 GDM
6 1 GDM
1 GDM

5 1 GDM
13 1 GDM
1 1 GDM
1 GDM

1 GDM

1 1 GDM
97 1 GDM
3 1 GDM
6 1 GDM
7 1 GDM
5 1 GDM
4 1 GDM
39 1 GDM
2 1 GDM
2 1 GDM
1027 0 GDM
1027 0 GDM
1 GDM

6 1 GDM
5 1 GDM
3 1 GDM
5 1 GDM
39 1 GDM
5 1 GDM
1 GDM

9 1 GDM
2 1 GDM
39 1 GDM
1 GDM

6 1 GDM
13 1 GDM
2 1 GDM
2 1 GDM
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................................................... ccgcacuguggguacuuA. . ... ... ... 31 1 GDM
................................................... ccgUacuguggguacuug. « .« v v e e ennnn 3 1 GDM
................................................... ccgcacuguggguacuug. - -« e o s vva oo - 444 0 GDM
2 1 GDM
2 1 GDM
1 1 GDM
1 1 GDM
2 1 GDM
1 1 GDM
3 1 GDM
1 1 GDM
3 1 GDM
6 1 GDM
6 1 GDM
3 1 GDM
3098 0 GDM
2 1 GDM
15 1 GDM
3 1 GDM
15 1 GDM
5 1 GDM
1 GDM

1 GDM

6 1 GDM
134 1 GDM
3 1 GDM
2 1 GDM
3 1 GDM
3 1 GDM
7 1 GDM
134 1 GDM
3 1 GDM
1 GDM

3 1 GDM
22 1 GDM
2 1 GDM
1 GDM

7 1 GDM
1 GDM

617 1 GDM
1 GDM

3 1 GDM
1 GDM

4 1 GDM
617 1 GDM
1 GDM

7 1 GDM
1 GDM

10 1 GDM
1 1 GDM
12 1 GDM
2 1 GDM
3 1 GDM
6 1 GDM
2 1 GDM
5 1 GDM
3 1 GDM
12 1 GDM
3098 0 GDM
6 1 GDM
2 1 GDM
4 1 GDM
12 1 GDM
5 1 GDM
2 1 GDM
15 1 GDM
2 1 GDM
2 1 GDM
10 1 GDM
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7 1 GDM

7 1 GDM

134 1 GDM

7 1 GDM

2 1 GDM

1 GDM

11 1 GDM

7 1 GDM

12 1 GDM

2 1 GDM

1 GDM

1 GDM

11 1 GDM

1 GDM

2 1 GDM

2 1 GDM

2 1 GDM

12 1 GDM

6 1 GDM

22 1 GDM

7 1 GDM

1 GDM

1 GDM

5 1 GDM

10 1 GDM

3098 0 GDM

2 1 GDM

2 1 GDM

1 1 GDM

1 1 GDM

6 1 GDM

11 1 GDM

617 1 GDM

2 1 GDM

12 1 GDM

22 1 GDM

3 1 GDM

6 1 GDM

1 GDM

................................................... ccgeGecuguggguacuugeU . v e v v e o v - 163 1 GDM
................................................... CcAcacuguggguacuugeCU. . - - - -« 68 1 GDM
................................................... ccgcacuguggguacuAgeCU . o - o v v o - - 33 1 GDM
................................................... ccgcacuAuggguacuugCU. .o v we o w - 49 1 GDM
................................................... ccgeCcuguggguacuugeU. .. v v v v v e s 10 1 GDM
................................................... ccgcacuCuggguacuugeCu. .« - - -« v - 5 1 GDM
................................................... ccgcacugCggguacuugeU. .« v venw 153 1 GDM
53 1 GDM

56 1 GDM

42 1 GDM

................................................... ccgcacuguggguacuugeG. ..o oo oo o 290 1 GDM
18 1 GDM

21 1 GDM

18 1 GDM

5 1 GDM

23 1 GDM

11 1 GDM

62 1 GDM

................................................... ccgeGecuguggguacuugeU . v e v v e o v - 163 1 GDM
................................................... ccgcacuguggguacuugcC. ... ...o... 3347 1 GDM
53 1 GDM

49 1 GDM

5 1 GDM

115 1 GDM

90 1 GDM

33 1 GDM

177 1 GDM

62 1 GDM

1 1 GDM

46 1 GDM
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................................................... ccgcacuguggguacuugAU . .. v v a . 8 1 GDM
................................................... ccgcacugugCguacuugeU. .. vvwwwu.. 8 1 GDM
................................................... ccgcacAguggguacuugeCU. - - - wv - - - 49 1 GDM
................................................... ccgcacugGggguacuugeU. .- v v e nw - 21 1 GDM
................................................... ccgcacuguggguacuCgeu. -« - o cva oo 128 1 GDM
17 1 GDM

95 1 GDM

95 1 GDM

8 1 GDM

33 1 GDM

7 1 GDM

1 GDM

95 1 GDM

18 1 GDM

44 1 GDM

68 1 GDM

46 1 GDM

49 1 GDM

17 1 GDM

67 1 GDM

115 1 GDM

21 1 GDM

7 1 GDM

1 GDM

42 1 GDM

82 1 GDM

177 1 GDM

1 1 GDM

56 1 GDM

62 1 GDM

28 1 GDM

18 1 GDM

................................................... ccgcacuguggguacuugeu. - o - - ww o - - 36963 0 GDM
23 1 GDM

8 1 GDM

1677 1 GDM

53 1 GDM

44 1 GDM

90 1 GDM

10 1 GDM

67 1 GDM

8 1 GDM

................................................... ccgcacuguggguacuugeU. .o v venw - 36963 0 GDM
21 1 GDM

10 1 GDM

18 1 GDM

163 1 GDM

8 1 GDM

95 1 GDM

15 1 GDM

1677 1 GDM

9 1 GDM

95 1 GDM

17 1 GDM

9 1 GDM

9 1 GDM

128 1 GDM

56 1 GDM

5 1 GDM

10 1 GDM

157 1 GDM

13 1 GDM

8 1 GDM

70 1 GDM

4 1 GDM

10 1 GDM

153 1 GDM

72 1 GDM

10 1 GDM
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3 1 GDM

16 1 GDM

3 1 GDM

1 GDM

11 1 GDM

12 1 GDM

27 1 GDM

4 1 GDM

4 1 GDM

6 1 GDM

16 1 GDM

27 1 GDM

20 1 GDM

23 1 GDM

2 1 GDM

CCAcacuguggguacuugcug. - - -« ... .. 11 1 GDM
ccgcacuguggguacuCgeug. - - - -« - -« 27 1 GDM
ccgcacugCggguacuugeug. - - - -« - - - - 20 1 GDM
ccgcacuguggguacuugcCg 31 1 GDM
ccgcacuguggguacuugcuC. . . . 13 1 GDM
ccgcacuguggguacuugcCg 31 1 GDM
ccgcacuguggguacCugeug. - - -« vn- - 33 1 GDM
ccgcacuguggguacuAgeug. .« . w v e e .. 10 1 GDM
ccgcacuguggguacuuAcug. - - -« .- - - 8 1 GDM
ccgcUcuguggguacuugeug. -« -« -« - . - 1 GDM
ccgcacuguggluacuugcug. . .. vvwn.. 3 1 GDM
ccgcacuguggguacuugeul. .. ... ... 43 1 GDM
ccgcacuguggguacuuAcug. - - v ea - - 8 1 GDM
ccgcacugugAguacuugeug. .« . .wwn .. 13 1 GDM
ccgcacuguggguacuugeGg. - - - - .- - 133 1 GDM
ccgcacuguggguacuugAug. . . - 4 1 GDM
ccgcacugugggualuugcug 16 1 GDM
cUgcacuguggguacuugeug. - - - -« - - - - 9 1 GDM
ccgcacuguggguacuugeGg. - - - vvn - - 133 1 GDM
ccgcacuguggguGcuugcug 23 1 GDM
ccgcUcuguggguacuugeug. . - - 4 1 GDM
ccgcacuguggguacuugcug 6270 0 GDM
ccgcacuAuggguacuugeug. - - -« w - - - - 6 1 GDM
ccgcacuguggguGcuugeug. - - -« v a - - - 23 1 GDM
ccgcacugugggCacuugeug. - - -« on- - 17 1 GDM
ccgcacuguggguacuugcul. ... ... .. 43 1 GDM
ccgAacuguggguacuugeug. - - - -« - - - - 2 1 GDM
ccgcacugugAguacuugeug. - - - v a - 13 1 GDM
Ucgcacuguggguacuugcug.- - - « - - - -« - 12 1 GDM
Ucgcacuguggguacuugcug 1 GDM
ccgcacuguggguacuugAug 1 GDM
ccgcaAuguggguacuugcug. . . . 1 GDM
ccgUacuguggguacuugcug 1 GDM
cUgcacuguggguacuugcug 1 GDM
ccgcacugAggguacuugcug 1 GDM
ccgUacuguggguacuugcug 1 GDM
ccgcacugAggguacuugeug. . . - 1 GDM
ccgcacuguggguaAuugcug 1 GDM
ccgcacugGggguacuugcug 1 GDM
Gcgcacuguggguacuugcug 1 GDM
ccgcacuguAgguacuugcug 1 GDM
ccgcacuguggguacAugcug 1 GDM
ccgcGeuguggguacuugcug 1 GDM
ccgcaluguggguacuugcug 1 GDM
ccgcacuguggguacuugcAg 1 GDM
ccgcacuguggUuacuugcug 1 GDM
ccgcacuguggguCcuugcug 1 GDM
ccgcacuguggguacAugeug. . - - 1 GDM
ccgcacCguggguacuugcug 1 GDM
ccgcacugAggguacuugeug. ... e e ... 9 1 GDM
ccgcacugugggulcuugeug. - - -« oo - - - 1 GDM
ccgcacCguggguacuugcug 30 1 GDM
ccgcacGguggguacuugeug. . - - 2 1 GDM
ccgcacuguggguacuuglug 12 1 GDM
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1 1 GDM

3 1 GDM

2 1 GDM

4 1 GDM

3 1 GDM

1 1 GDM

478 1 GDM

478 1 GDM

478 1 GDM

442 0 GDM

1 1 GDM

3 1 GDM

2 1 GDM

3 1 GDM

3 1 GDM

631 1 GDM

1 1 GDM

631 1 GDM

2 1 GDM

1 1 GDM

2 1 GDM

2 1 GDM

1 1 GDM

2 1 GDM
................................................... ccgcacuguggguacCugcugcu. . ... .. . 2 1 GDM
ccgcacuguggguacuugcugAu. . ... ... 17 1 GDM
ccgcacuguggguacuugecugUu. . . ... .. 90 1 GDM
ccgcacuguggguacuCgcugeu. - ... . .. 2 1 GDM
ccgcacuguggguacuugeugeC. - ... . .. 28 1 GDM
ccgcacuguggguacCugcugcu 2 1 GDM
ccAcacuguggguacuugcugeu. - 1 GDM
ccgcacugugggCacuugcugcu 1 1 GDM
ccgcacuguggguacuugcugAu. - ... - - . 17 1 GDM
746 1 GDM

1 1 GDM

351 0 GDM

90 1 GDM

28 1 GDM
................................................... ccgcacuguggguacuugcugeu. - . .. - - . 351 0 GDM
................................................... ccgcacuguggguacuCgecugcu. . ... .. . 2 1 GDM
351 0 GDM

746 1 GDM

2 1 GDM

28 1 GDM

1 1 GDM

28 1 GDM

3 1 GDM

746 1 GDM
................................................... ccgcacuguggguacuugeugUu. . ... ... 90 1 GDM
................................................... ccgcacugulgguacuugcugcu. . ... ... 1 1 GDM
................................................... ccgcacuguggguacuugcCgcu 1 1 GDM
1 1 GDM

17 1 GDM

1 1 GDM

28 1 GDM

28 1 GDM

10 1 GDM

1 GDM

6 1 GDM

10 1 GDM

6 1 GDM

4 0 GDM

4 0 GDM

25 0 GDM

1 1 GDM

25 0 GDM

25 0 GDM

2 1 GDM

1 GDM
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7 0 GDM
7 0 GDM
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ccgcacCguggguacuugeug. . - -

ccgcacugugggGacuugcug
€CgCacuguggAUaCUUgCUg - -« « v v - - -«
ccgeacuguggguCcuugeug.- -« v v v oo -«
ccgelcuguggguacuugeug- -« v o o -«
ccgcacuguggguacuugGug- -« v - - -«
ccgcacugulgguacuugeug.- - « « -« - - -«
ccgeacuguggguacuugeug- -« v v oo -«
ccgcacuguggguacGugeug- - . v v - - -«
ccglacuguggguacuugeug.- - « -« « - - - -
cGgcacuguggguacuugcug
ccgcacuguggguacuugcuA. . . .

ccgcacugCggguacuugeug
ccgcacugugggCacuugeug- -« v v v oo -«
Ucgcacuguggguacuugcug. - - -« .. . - -
ccgcaAuguggguacuugeug
ccgcacuguggguacuugAug. . . .

ccgcacugugggulcuugcug
ccgcacuguggguacuuguug- -« .« oo - -
ccgcacuguggguacuugeul. .. ... oo ..
ccgcacuguggguacuugeCg- - v e oo -
ccgealuguggguacuugeug- -« « -« - - - -
ccgcacugGggguacuugeug- - « v« v - - -«
ccgcacuguggguacuCgeug- - .o v oo -«
cUgcacuguggguacuugeug.- - « « - « - - - -
ccAcacuguggguacuugeug- - « « -« - - -«
ccgcacugugggualuugcug
ccgcacuguggUuacuugeug. . - .
ccgcacuAuggguacuugcug
ccUcacuguggguacuugcug
ccgcacuguggguacuuCcug
ccgeGeuguggguacuugeug
Acgcacuguggguacuugeug. . . -

ccgcacuguggguacuGgeug
ccgcacuguggguaAuugeug- - « v v v oo -«
cCcgcacugAggguacuUgeUg- - « -« « - - -«
ccgeacuguggguacuugeuC. - . v oo oo -

ccgcaculuggguacuugeug- -« « -« - - -«
................................................... cAgcacuguggguacuugeug- - « .« « - - -«
................................................... ccgeacuguggguacuAgeUg.- - « « v« - - - -
................................................... ccgeCcuguggguacuugeug- - v v o o -«
................................................... ccgcacuguggguacCugeug- - .« v - - -«
ccgcacuguggguacuuAcug

ccgcacuguggguGeuugeug. . . .
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412
506
3
1
18
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1
2
4
3
2
1
1
1
4
ccgcacCguggguacuugcugeu. - ... . .. 1
ccgcacuguggguacuugcugcA. . 640
ccgcacuguggguacuugcugcC 15
ccgcacugugggCacuugcugeu. - . .. - ..
Ucgcacuguggguacuugcugeu. . . . - . - .
ccgcacuguAgguacuugcugeu. - ... - - . 2
................................................... ccgUacuguggguacuugcugeu. - . - . - . .
................................................... ccgcacuguggguacuugcugeu. . ... ... 230
................................................... cGgcacuguggguacuugcugeu. - . . . - - . 1
................................................... ccgcacuguggguacuugeugUu. . ... ... 79
ccgcacugCggguacuugcugcu. . . ... .. 1
ccgcacuguggguacuCgcugcu 1
ccgcacuguggguacuugcugceG. - .. 12
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1
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hsa-miR-106b-5p

hsa-miR-106b-3p

ccugccggggcuaaagugcugacagugcagauagugguccucuccgugecuaccgcacuguggguacuugeugeuccagcagg

ccgcacuguggguacCugeug. . - -

ccgcacuguggguacAugcug
ccgcacugCggguacuugcug
ccgcacuguggguacuulcug
ccgcacuguggguacuugUug
ccgcacugAggguacuugcug
ccgcacuguggguacuAgcug
ccgcacuguggAuacuugcug
ccgcacuguggguacuugcuu
ccgcaculuggguacuugcug
ccgcacuguggguacuugcAg

ccgcacuguggguacuugAug. . . .

ccgcacuguggguUcuugeug
ccgcacugGggguacuugcug
ccgcacuguggguacuCgcug
Ucgcacuguggguacuugcug

cUgcacuguggguacuugcug. . . .
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