
miRBase precursor : hsa-mir-10401
Total read count : 563
hsa-miR-10401-5p read count: 0
hsa-miR-10401-3p read count: 545
remaining reads : 18
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((.((((((.(((((.((((.(((...))))))).))...))).)))))).))... reads mm sample

................................ccgaccucgccgucccgcccgA.. 1 1 Z1_

.................................cgaccucgccgucccgcccg... 4 0 Z1_

.................................cgaccucgccgucccgcccgA.. 1 1 Z1_

.................................cgaccucgccgucccgcccgc.. 2 0 Z1_

.................................cgaccucgccgucccgcccgcU. 3 1 Z1_

.................................cgaccucgccgucccgcccgcc. 3 0 Z1_

.................................cgaccucgccgucccgcccgccg 2 0 Z1_

..................................gaccucgccgucccgcccg... 2 0 Z1_

..................................gaccucgccgucccgcccgA.. 3 1 Z1_

..................................gaccucgccgucccgcccgc.. 11 0 Z1_

..................................gUccucgccgucccgcccgc.. 1 1 Z1_

..................................gaccucgccAucccgcccgc.. 1 1 Z1_

..................................gaccucgccgucccgcccgU.. 9 1 Z1_

..................................gaccucgccgucccgccUgc.. 1 1 Z1_

..................................gaccucgccgucccgcccgcc. 31 0 Z1_

..................................gaccucgccgucccgcccgcU. 12 1 Z1_

..................................gaccucgccgucccgcUcgcc. 1 1 Z1_

..................................gaccucgccgucccgcccgcA. 4 1 Z1_

..................................gaccucgccgucccgcccgccg 9 0 Z1_

..................................gGccucgccgucccgcccgccg 1 1 Z1_

..................................gaccucgccgucccgcccgccA 2 1 Z1_

..................................gaccuAgccgucccgcccgccg 1 1 Z1_

...................................accucgccgucccgcccgccg 2 0 Z1_

.................................cgaccucgccgucccgcccg... 4 0 Z2_

.................................cgaccucgccgucccgcccgc.. 2 0 Z2_

.................................cgaccucgccgucccgcccgcc. 2 0 Z2_

.................................cgaccucgccgucccgcccgcU. 1 1 Z2_

..................................gaccucgccgucccgcccg... 1 0 Z2_

..................................gaccucgccgucccgcccgc.. 8 0 Z2_

..................................gaccucgccgucccgcccgU.. 7 1 Z2_

..................................gaccucgccgucccgcccgA.. 1 1 Z2_

..................................gGccucgccgucccgcccgcc. 1 1 Z2_

..................................gaccucgccgucccgcccgcA. 3 1 Z2_



cgugugggaaggcguggggugcggaccccggcccgaccucgccgucccgcccgccg

hsa-miR-10401-5p
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..................................gaccucgccgucccgcccgcU. 12 1 Z2_

..................................gaccucgccgucccgcccgcc. 24 0 Z2_

..................................gaccucAccgucccgcccgccg 1 1 Z2_

..................................gaccCcgccgucccgcccgccg 2 1 Z2_

..................................gaccucgccgucccgcccgccU 2 1 Z2_

..................................gaccucgccgucccgcccgccg 5 0 Z2_

...............................cccgaccucgccgucccgcccgA.. 3 1 GDM

................................ccgaccucgccgucccgcA..... 1 1 GDM

................................ccgaccucgccgucccgcU..... 1 1 GDM

................................ccgaccucgccgucccgcccgA.. 4 1 GDM

................................ccgaccucgccgucccgcccgA.. 4 1 GDM

................................ccgaccucgccgucccgcccgc.. 7 0 GDM

................................ccgaccucgccgucccgcccgc.. 7 0 GDM

................................ccgaccucgccgucccgcccgcA. 1 1 GDM

.................................cgaccucgccgucccgcA..... 1 1 GDM

.................................cgaccucgccgucccgcccA... 1 1 GDM

.................................cgaccucgccgucccgcccg... 6 0 GDM

.................................cgaccucgccgucccgcccg... 6 0 GDM

.................................cgaccucgccguUccgcccg... 1 1 GDM

.................................cgaccucgccgucccgcccg... 6 0 GDM

.................................cgaccucgccgucccgcccU... 1 1 GDM

.................................cgaccucgccgucccgcccgU.. 1 1 GDM

.................................cgaccucgccgucccgcccgc.. 17 0 GDM

.................................cgaccucgccgucccgcccgc.. 17 0 GDM

.................................cgaccucgccgucccgcccgc.. 17 0 GDM

.................................cgaccucgccgucccgcccgA.. 12 1 GDM

.................................cgaccucgccgucccgcccgA.. 12 1 GDM

.................................cgaUcucgccgucccgcccgc.. 1 1 GDM

.................................cgaccuUgccgucccgcccgc.. 1 1 GDM

.................................cgaccucgccgucccgcccgA.. 12 1 GDM

.................................cgaccucgccgucccgcccgcA. 5 1 GDM

.................................cgaccucgccgucccgcccgcU. 8 1 GDM

.................................cgaccucgccguUccgcccgcc. 3 1 GDM

.................................cgaccucgccgucccgcccgcG. 1 1 GDM

.................................cgaccucgccgucccgcccgcc. 14 0 GDM

.................................cgaccucgccgucccgcccgcU. 8 1 GDM

.................................cgaccucgccgucccgcccgcc. 14 0 GDM

.................................cgaccucgccgucccgcccgcA. 5 1 GDM

.................................cgaccucgccgucccgcccgcc. 14 0 GDM

.................................cgaccucgccgucccgUccgcc. 1 1 GDM

.................................cgaccucgccgucccgcccgccg 4 0 GDM

..................................gaccucgccgucccgcccg... 9 0 GDM

..................................gaccucgccgucccgcccg... 9 0 GDM

..................................gUccucgccgucccgcccg... 1 1 GDM

..................................gaccucgccgucccgcccgA.. 6 1 GDM

..................................gaccucgccgucccgcccgU.. 29 1 GDM

..................................gaccucgccgucccgcccgc.. 23 0 GDM

..................................gaccucgccgucccgcccgc.. 23 0 GDM

..................................gaccucgccgucccgcccgU.. 29 1 GDM

..................................gaccucgccgucccgcccgc.. 23 0 GDM

..................................gaccucgccgucccgcccgU.. 29 1 GDM

..................................gaccucgccgucccgcccgA.. 6 1 GDM

..................................gaccucgccgucccgcccgcA. 25 1 GDM

..................................gaccucgccgucccUcccgcc. 1 1 GDM

..................................gaccucgccguccUgcccgcc. 4 1 GDM

..................................gaccucgccgucccgcccgcU. 51 1 GDM

..................................gaccucgccgucccgcccgcA. 25 1 GDM

..................................gaccucgccgucccgccUgcc. 2 1 GDM

..................................gaccucgccgucccgcccgUc. 2 1 GDM

..................................gaccucgccgucccgcccgcc. 60 0 GDM

..................................gaccucgccgucccgcccgcU. 51 1 GDM

..................................gaccucgccgucccgcccgcc. 60 0 GDM

..................................gaccucgccgucccgcccgcG. 2 1 GDM

..................................gaccucgccgucccgcccgcA. 25 1 GDM

..................................gaccucgccgucccgcccAcc. 2 1 GDM

..................................gaccucgccgucccgcccgUc. 2 1 GDM

..................................gaccucgccgucccgcccgcU. 51 1 GDM

..................................gaccucgccgucccgcAcgcc. 1 1 GDM



cgugugggaaggcguggggugcggaccccggcccgaccucgccgucccgcccgccg

hsa-miR-10401-5p

hsa-miR-10401-3p

..................................gaccucgccgucccgccUgcc. 2 1 GDM

..................................gaccucgccguccUgcccgcc. 4 1 GDM

..................................gaccucgccgucccgcccgcc. 60 0 GDM

..................................gaccucgccgucccgcccgccg 21 0 GDM

..................................gaccucgccgucccgcccgccC 3 1 GDM

..................................gaccucgccgCcccgcccgccg 1 1 GDM

..................................gaccucgccgucccgcccgccg 21 0 GDM

..................................gaccucgccgucccgcccgccA 6 1 GDM

..................................gaccucgccgucccgcccgccU 4 1 GDM

..................................gaccucgccgucccgcccgccC 3 1 GDM

..................................gaccCcgccgucccgcccgccg 1 1 GDM

..................................gaccucgccgucccgccUgccg 1 1 GDM

..................................gaccucgccgucccgcccgccg 21 0 GDM

..................................gaccucgccAucccgcccgccg 1 1 GDM

..................................gaccucgccgucccgcccgccA 6 1 GDM

..................................gaccucgccgucccgcccgccU 4 1 GDM

..................................gaccucgccgucccgcccgccA 6 1 GDM

.................................cgaccucgccgucccgcccgG.. 1 1 Z3_

.................................cgaccucgccgucccgcccgA.. 1 1 Z3_

.................................cgaccucgccgucccgcccgU.. 1 1 Z3_

..................................gaccucgccgucccgcccgU.. 2 1 Z3_

..................................gaccucgccgucccgcccgc.. 3 0 Z3_

..................................gaccucgccgucccgcccgA.. 1 1 Z3_

..................................gaccucgccgucccgcccgUc. 1 1 Z3_

..................................gaccucgccgucccgcccgcU. 8 1 Z3_

..................................gaccuUgccgucccgcccgcc. 1 1 Z3_

..................................gaccucgccgucccgcccgcc. 7 0 Z3_

..................................gaccucgccgucccgcccgccg 3 0 Z3_


