miRBase precursor : hsa-mir-10399

Total read count 11780
hsa-miR-10399-5p read count8
hsa-miR-10399-3p read counB888

remaining reads 11344
57 &a y b2
3" b é ’
3 . g
freq.
»
1
0.75"
0.5da
0.25um
0 >
length
hsa-miR-10399-5p
hsa-miR-10399-3p
5"- aauuacagauugucucagagaaaacaaaugaguuacucucucggacaagcuguagguc -37 exp
- - (CCCCC- (- (- - - - - - 233--2332)-323332-00))) - - - reads
aauuacagauugucucagaga 7
2aUUACAJAUUGUCUCAJAJAAA - - « - -« « e e eemmmemmemcmnmmammennnns 1
............................. gaguuacucucucggacaagcu. . .. ... 2
.............................. aguuacucucucggacaagC. - - . - .- . 1
.............................. aguCacucucucggacaagC. .. ... .. 2
.............................. aguuacucucucggacaagcu. . .. ... 8
.............................. aguuacucucucggacaagcug. . - . - . 1
................................. uacucucucggacaagcugua. - . . 2
................................. uacucucucggacaagcuguag. - - 13
................................. Cacucucucggacaagcuguagg.- - 1
................................. uacucucucggalUaagcuguagg. - 1
. .uacucucucggacaagcAguagg. -
................................. uacucucucggacGagcuguagg - - 2
................................. uacucucucggacaagcuguagg - - 52
................................. Aacucucucggacaagcuguagg. - 1
................................. uacucucucggacaagcuguagA. . 1
. .uacucucucggacaagcuguaggA . 1
................................. uacucucucggacaagcuguaggu . 16
................................. uacucucucggacaagcuguagguG
.................................. acucucucggacaagcuguag- . - 7
.................................. acucucucggaUaagcuguagg. .
.................................. acucucucggacaagcuguagg.- - 19
.................................. acucucucggacaagcuguagA. . 2
.................................. acucucucggacaGgcuguagg- - 1
.................................. acucucucggacaagcuguaggu - 12
.................................. acucucucggacaagcugAaggu -
................................... cucucucggacaagcuguagg. . 2
. .cucucucggacaagcuguaggA. 1
.................................... ucucucggacaagcuguagguU 23
.................................... ucucucggacaagcuguagguc 2
..................................... cucucggacaagcuguagguc 1
..................................... cucucggacaagcuguagguu 6
. .ucucggacaagcuguagg- - 1
...................................... ucucggacaagcuguagguu 6
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. .uuacagauugucucagaga.

.............................. aguuacucucucggacaagcuguag. - -
.............................. aguuacucucucggacaagcuguagu . -
.............................. aguuacucucucggacaagcuguagg - -
.............................. aguuacucuculUggacaagcuguaggu -
.............................. aguuacucucucggacaagcuguaggu -
uuacucucucggacaagcuguag- - -

................................. uacucucucggacaagcugua. - - .
................................. uacucucucggacaageugua. - - .
................................. uacucucucggacaagcugua. - - .
................................. uacucucCcggacaagcugua. - - .
................................. uCcucucucggacaagcuguag- - -
uacucucucggacaagcuguag- - -
uacucucucggacaagcuguag. - .
uacucucucggacaagcuguaA. . .
uacucucucggacaagcuguag- - -
uUcucucucggacaagcuguag- - .

uacucucucggacaagcugGag- - -
................................. uacucucucggacaagcugAag- - .
................................. Gacucucucggacaagcuguagg. -
................................. uacucucucggacaagcuguagA. .
................................. uacucucucggacaagcuguagg - -
................................. uacucucucUgacaagcuguagg - -
uacucucucggacaagcuguagg - -

uacucucucggacaaguuguagg - -
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................................. uacucucucggGcaagcuguagg.- - 1 1 GDM
uacucucucggacaalcuguagg. - 1 1 GDM
uacucucucggacaagcuguCgg- - 1 1 GDM
Aacucucucggacaagcuguagg. - 3 1 GDM

................................. uacucucucggacaagcuguagA. . 11 1 GDM

................................. uacucucucggacaagcuguagu. . 2 1 GDM

................................. uacucucucggacaagcuguagA. . 11 1 GDM

................................. uacucucucggacaagcuguagg - - 133 0 GDM

................................. uacucucucggacatgcuguagg - - 1 1 GDM

................................. uacucucucggacaagcuguaggG .- 4 1 GDM
uacucucucggacaagcuguaggu . 103 0 GDM
uacucucucggGcaagcuguaggu . 3 1 GDM
uacucucucggalUaagcuguaggu . 1 1 GDM
uacucucucggacaagcuguaggu . 103 0 GDM

................................. uacucucucggacaagcuguaggu . 103 0 GDM

................................. uacucucucggacaagcuguaggC. 5 1 GDM

................................. uacucucucAgacaagcuguaggu . 1 1 GDM

................................. uacucucucggacaagcuguaggC. 5 1 GDM

................................. uacucucCcggacaagcuguaggu - 1 1 GDM
uacucucucggacaagcuguaggA. 1 1 GDM
uacucucucggacaagcuguaggC. 5 1 GDM
uacucucucggacaagcuguagguA 1 1 GDM

.................................. acucucucggacaagcugu. . . - - 2 0 GDM

.................................. acucucucggacaagcugua. . . - 3 0 GDM

.................................. acucucucggacaagcugua. . - . 3 0 GDM

.................................. acucucucggacaagcuguag. - - 7 0 GDM

.................................. acucucucggacaagcuguag. - - 7 0 GDM

.................................. Gcucucucggacaagcuguagg. - 1 1 GDM

acucucucggacaagcuguagA. . 7 1 GDM
acucucucggacaagcuguagg.- - 84 0 GDM
acucucucggacaagcuguagg. - 84 0 GDM
acucCcucggacaagcuguagg. . 1 1 GDM
acucucucggacaagcuguagg.- - 84 0 GDM
acucucucggacaagcuguagA. . 7 1 GDM
acucucucggacaagcuguagC. . 1 GDM
acucucucggacaagcGguagg.- - 1 1 GDM
acucucucggacaagcuguaggu . 50 0 GDM
acucucCcggacaagcuguaggu . 1 GDM
acucucucggacaagcuguaggC. 1 GDM
Gcucucucggacaagcuguaggu - 1 GDM
aUucucucggacaagcuguaggu . 1 1 GDM
acucucucggacaagcuguaggu - 50 0 GDM

.................................. acucucucggacaagcuguaggG - 1 GDM

.................................. acucucucggacaagcuguaggA. 1 GDM

.................................. acucucucggacaagcuguaggu - 50 0 GDM

.................................. acucucucggacaagcuguaggC. 3 1 GDM

.................................. acucucucggacaagcuguaggA. 4 1 GDM

.................................. acucucucggacaagcuguagguA 2 1 GDM

cucucucggacaagcugua. . . . 1 0 GDM
cucucucggacaagcuguag.- . - 5 0 GDM
cucucucggacaagcuguag. . - 5 0 GDM
cucucucggacaagcuguag. . . 5 0 GDM
cucucucggacaagcuguaA. . . 1 1 GDM
cucucucggacaagcuguCgg. - 1 1 GDM
cucucucggacaagcuguagg. - 10 0 GDM
cucucucggacaagcuguagg. - 10 0 GDM
cucucucggacaagcuguagg. - 10 0 GDM
cucucucggacaagcuguaggu . 2 0 GDM
cucucucggacaagcuguaggA . 2 1 GDM
cucucucggacaagcuguaggG . 1 1 GDM
cucucucggacaagcuguaggu . 2 0 GDM
cucucucggacaagcuguagguu 1 1 GDM

.................................... ucucucggacaagcuguag. - - 3 0 GDM

.................................... ucucucggacaagcuguag- . - 3 0 GDM

.................................... ucucucggGcaagcuguagg.- - 1 1 GDM

.................................... ucucucggacaagcuguagg.- - 13 0 GDM

.................................... ucucucggacaagcuguagg. - 13 0 GDM

ucucCcggacaagcuguagg. - 1 1 GDM
ucucucggacaagcuguagg.- - 13 0 GDM
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aauuacagauugucucagagaaaacaaaugaguuacucucucggacaagcuguagguc

.................................... ucucucggacaagcuguaggu .
ucucucggacaagcuguaggC.
ucucucggacaagcuAuaggu .
ucucucggacaagcGguaggu .
ucucucggacaagcuguaggu .
ucucucggacaagcuguaggu .
ucucucggacaagcuguaggA .
ucucucggacaagcuguaggC.
ucucucggacaagcuguagguy
ucucucggacaagcuguagguc
ucucucggacaagcuguagguA
ucucucggacaagcuguagguc
ucucucggacaagcuguaggCc
ucucucggacaagcuguagguA

ucucucggacaagcuguagguy
.................................... ucucucggacaagcuguagguu
.................................... ucucucggacaagcuguagguc
..................................... cuAucggacaagcuguagg- -
..................................... cucucggacaagcuguaggu -
..................................... cucucggacaagcuguagguc
..................................... cucucggacaagcuguagguA
. .cucucggacaagcuguagguu

..................................... cucucggacaagcuguagguu
..................................... cucucggacaagcuguagguA
..................................... cucucggacaagcuguagguu
...................................... ucucggacaagcuguaggu .
...................................... ucucggacaagcuguaggu .
...................................... ucucggacaagcuguaggu .
...................................... ucucggacaagcuguagguA
...................................... ucucggacaagcuguagguu
.ucucggacaagcuguagguu

...................................... ucucggacaagcuguagguc
...................................... ucucggacaagcuguagguu
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2aUUACAZAUUGUCUCAGATA - - « - « -« s e e mmememmmmmmecemem e e

................................. uacucucucggacaagcuguag- - .
................................. uacucucucggacGagcuguagg- -
................................. uacucucucggacaagcuguagu. .
................................. uacucucucggGcaagcuguagg - -
................................. uacCcucucggacaagcuguagg - -
uacucucucggacaagcuguagg - -
uacucucucggacacCgcuguagg - -
uacucucucAgacaagcuguagg- -
uacucucCcggacaagcuguagg - -
uacucucucggacaagcuguagA. .

uacucucucggacaagcCguagg- -
................................. uacucucucggacaagcuguaggC.
................................. uacucucucggacaagcuguaggA .
................................. uacucAcucggacaagcuguaggu .
................................. uCcucucucggacaagcuguaggu .
................................. uacucucucggacaagcCguaggu .
uacucucucggacaagcuguaggu .

uacucucucggacaagcuguagguc
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aauuacagauugucucagagaaaacaaaugaguuacucucucggacaagcuguagguc

................................. uacucucucggacaagcuguagguG
acucucucggacGageuguag- - -
acucucucggacaagcuguag- - -
acucucucggacaagcuguagA. .

acucucucggacaagcuguagg - -
.................................. acuUucucggacaagcuguagg - -
.................................. acucCcucggacaagcuguagg - -
.................................. acucucucggalaagcuguagg - -
.................................. Ucucucucggacaagcuguagg - -
.................................. acCcucucggacaagcuguaggu .
acucucucggacaagcuguaggu .
acucucucggacaagcuguaggC.

acucucucggacaagcuguaggA.
................................... cucucucggacaageugua. - - .
................................... cucucucggacaagcuguagA. .
................................... cucucucggacaagcuguagg - -
................................... cucucucggacaagcuguaggu .
................................... cucucucggacaagcuguaggC.
................................... cucucucggacaagcuguagguA
ucucucggacaagcuguag. - -
ucucucggacaagcuguagg. -
ucucucggacaagcuguaggu .
ucucucggacaagcuguagguG

ucucucggacaagcuguagguy
.................................... ucucucggacaagcuguagguc
.................................... ucucucggacaagcuguagguA
..................................... cucucggacaagcuguaggu -
..................................... cucucggacaagcuguagguA
..................................... cucucggacaagcuguagguu
...................................... ucucggacaagcCguaggu .
.ucucggacaagcuguaggu .

...................................... ucucggacaagcuguagguu
...................................... ucucggacaagcuguagguc

................................. uacucucucggacaageugua. - - .
................................. ualucucucggacaagcuguag- - -
................................. uacucucucggacaagcuguag- - .
................................. uacucucCcggacaagcuguagg - -
uacucucucggacaagcuguagg - -
uacucucucggacaagcuguagA. .
uacucucucggGcaagcuguagg - -
uacucucucggacaagcuguagu. .
uGcucucucggacaagcuguagg - -
uacucucucggacaagcuguaggC.
uacucCcucggacaagcuguaggu .
uacucucucggacaagcuguaggG .
uacucucucggacaagcuguaggA .
uacucucucggacaagcuguaggu .
uacucucucggacaagcugAaggu .
uacucucucggacaagcuguagguA

........... acucucucggacaagcuguag- - -

.................................. acucucucggacaagcuguagA. .
.................................. acucucucggacGagcuguagg - -
.................................. acucucucggacaagcuguagg - -
.................................. acucucucggacaagcuguaggu .
.................................. acucucucggacaagcuguaggC.
.................................. acucucucggacaagcuguaAgu .
.................................. acucucucggacaagcuguagguA
................................... cucucucggacaagcuguagg - -

ucucucggacaagcuguagg. -
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.................................... ucucucggacaagcuguaggu .
ucucucggacaagcuguagguy
ucucucggacaagcuguagguG
ucucucggacaagcuguagguA

ucucucggacaagcuguagguc
..................................... cucucggacaagcuguaggu -
..................................... cucucggacaagcuguaggC .-
..................................... cucucggacaagcuguagguy

...................................... ucucggacaagcuguagguu
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