miRBase precursor : hsa-mir-101-1
Total read count : 46268
hsa-miR-101-5p read count : 8
hsa-miR-101-3p read count : 46239
remaining reads 121
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hsa-miR-101-3p
hsa-miR-101-5p
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26 1 GDM
5 1 GDM
1 GDM

14 1 GDM
10 1 GDM
32 1 GDM
3 1 GDM
7 1 GDM
.............................................. uacaguacugugauaacugaaU. . ... .. 404 1 GDM
3 1 GDM
15 1 GDM
2 1 GDM
35 1 GDM
4 1 GDM
32 1 GDM
33 1 GDM
4 1 GDM
32 1 GDM
10 1 GDM
2 1 GDM
13 1 GDM
26 1 GDM
767 1 GDM
10 1 GDM
15 1 GDM
15 1 GDM
.............................................. uacaguacugugauaacugaag- - - - - - - 4929 0 GDM
8 1 GDM
95 1 GDM
7 1 GDM
32 1 GDM
57 1 GDM
95 1 GDM
7 1 GDM
4 1 GDM
9 1 GDM
5 1 GDM
2 1 GDM
23 1 GDM
44 1 GDM
44 1 GDM
1 GDM

2 1 GDM
23 1 GDM
10 1 GDM
6 1 GDM
14 1 GDM
10 1 GDM
44 1 GDM
2 1 GDM
22 1 GDM
2 1 GDM
.............................................. uacaguacugugauaacugaag- - - - - - - 4929 0 GDM
57 1 GDM
10 1 GDM
23 1 GDM
5 1 GDM
10 1 GDM
25 1 GDM
35 1 GDM
7 1 GDM
1 GDM

10 1 GDM
32 1 GDM
19 1 GDM
3 1 GDM
9 1 GDM
.............................................. uacaguacugugauaacugaaU. .. .... 404 1 GDM
9 1 GDM
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hsa-miR-101-5p
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hsa-miR-101-3p
hsa-miR-101-5p

ugcccuggeucaguuaucacagugcugaugcugucuauucuaaagguacaguacugugauaacugaaggauggea
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