miRBase precursor
Total read count
hsa-let-7e-5p read count
hsa-let-7e-3p read count
remaining reads

freq.
»
1 o

0.75%

0.25um

o

hsa-let-7e-5p

57— cccgggcugagguaggagguuguauaguugaggaggacacccaaggagaucacuauacggcecuccuageuuuccecagg

233333330333333-33)--33)-)

(- CCC- - CCC- Qe - ¢----5»

. hsa-let-7e
1 2473

. 2468

:5

10

O
-0
o (9]
O
ot

«—
o
o Q
OH—-Q

oD

w
W

«@

-0

ot
0O-4Q

hsa-let-7e-3p

>
length

gt
0@

-3"
reads

3

HwaHwHNI—‘(D'I:

N NN © B NN DN
[ e B 0 w

—C)

O~RQ
o-4Q

o

0-<Q

3
3

P R R PR P ORRRERRIERRRERRIERORORIERIERRIERIEREOLRLERLR

[

@€

@€
o-Q

1)

D€
oney
-

sample
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_
72_
72
72_

z1_
71_
z1_

o S-a
-
o= cC
yho-a 9 4 C 4

agyiyl :% ca
b L é cu a

g a

o]

¢, g



hsa-let-7e-3p
hsa-let-7e-5p

cccgggeugagguaggagguuguauaguugaggaggacacccaaggagaucacuauacggccuccuagcuuuccecagg

....... ugagguaggagUUUQUAU. - . -« et e e e amemecmaamameanaea e e 1 1 Z1_
....... UgagguUaAggAGAUUGUAU . - - - - - e e e e e aaaaccacccaaaaaaaaaaaaaaaaaa e aaaan 1 1 Z1_
....... (Lo =T [o [N =T 0= o o [0 T o U o U 4 1 71 _
....... UgagguaggagQUUQGUAU . -« - - e e e e memeeemmamme e naaa e 2 0 Z1_
....... UgagguUagAagQUUQOUAUA . - - - - - o e e e e e mmaaaaacacacaacaaaaaaaaaaaaaaaaaaaaaaaannnn 2 1 Z1_
....... UQAgGUAGIAGAUUGUAUR . - - - -« e o c e e e mm e e e e e e e e e 1 1 71 _
....... ugagguUagCagQUUQUAUR - « - - - v e e e e eemeemeemeama e ana e e e 2 1 Z1_
....... ugagguagAagQUUQOUAUAY - - - - -« c c e e e amaamaaaacaaaaaaaaaaaaaaaaaaaaaaaaaaaannnn 1 1 Z1_
....... UQAgGUAGIAGAUUGUAURAY - - - -« = - - - w e e mm e e m e e e e e e e 1 1 71 _
....... UgagguaggaggUUQGUAUAG . - -« -« e e m e me e e e mammemema e e 1 0 Z1_
....... ugagguagCagguUUQUAUAY .- - - - -« c ca e e amnnaanaaaaaaaaaaaaaaaaaaaaaaaaaaannns 5 1 Z1_
....... ugagguaggagguUUQUAaUAQC . - -« - o e e e e e e e e e e e 3 1 71 _
....... ugagguaggagguUCUAUAQU . « . -« oo v e e e eeaee e cmaama e e e 2 1 Z1_
89 1 z71_

29 1 Z1_

16 1 z1_

25 0 z71_

1 1 Z1_

50 0 Z1_

66 1 z71_

2 1 Z1_

26 1 z1_

23 1 71_

8 1 Z1_

4 1 z1_

87 1 71_

2 0 Z1_

10 1 z1_

1 1 71_

4 1 Z1_

3 1 GDM

11 1 GDM

11 1 GDM

12 1 GDM

12 1 GDM

12 1 GDM

1 1 GDM

6 1 GDM

9 1 GDM

9 1 GDM

6 1 GDM

24 1 GDM

1 GDM

1 GDM

24 1 GDM

3 0 GDM

3 0 GDM

2 0 GDM

1 1 GDM

2 1 GDM

2 0 GDM

3 1 GDM

2 1 GDM

3 1 GDM

39 1 GDM

2 1 GDM

1 GDM

39 1 GDM

2 0 GDM

8 1 GDM

2 1 GDM

1 GDM

39 1 GDM

1 1 GDM

81 1 GDM

81 1 GDM

195 1 GDM

3 1 GDM




hsa-let-7e-3p
hsa-let-7e-5p

cccgggeugagguaggagguuguauaguugaggaggacacccaaggagaucacuauacggccuccuagcuuuccecagg

195
78
78
195
63
63

162

P P W W W ooN®®N

P R O ORRRRRRERIERRRORORRIRRRIERERRIERERORIRRIERRIRRRIERRERRERRIRERERORRORRIREREPRIERRRIERERIEREREOIRIERIEROOIRLERLR R

GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM
GDM

z3_



cccgggeugagguaggagguuguauaguugaggaggacacccaaggagaucacuauacggccuccuagcuuuccecagg

hsa-let-7e-5p

hsa-let-7e-3p

N O R R BMR NP NNRN

N R oW W R
o Rk O N N

22

P P R ORRRRERORERERERERORIEROLRLRR

73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73
73



